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Figure S1. Graphic summary of gain- and loss- of miR 156 targets sites by alternative donor site in P. tricho-
carpa. The top track shows the gene structure of Potri.013G086800. Each horizontal box and line represent
exon and intron, respectively. The long isoform (TCONS 00091536) contains a miR156g target site,
whereas the short isoform is miR156g-insensitive as it does not harbor the miRNA target sites. The magni-
fied region shows the sequence of miRNA target site in the long transcript (indicated with a red box) and



