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Supplement Figure 1. Detection level of target pathways. A target pathway level detection by CERNO algorithm on different gene ranking metrics.
B, target pathway level detection across all tested algorithms. Blue color represents significantly enriched pathway (p-value <5%), red color represents
not significantly enriched pathways. C heatmap of significantly enriched target pathways (blue color) across tested data sets and algorithms. Red color
represents not significantly enriched pathways for particular data set and algorithm.
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