Methods
PduN sequence alignments
	The frameshifted pduN (N*) pseudogene was downloaded from the National Center for Biotechnology Information (NCBI) website (reference sequence NC_004631.1) and compared to the pduN sequence from Salmonella enterica serovar Typhimurium. The translated sequences were produced using the Expert Protein Analysis System (ExPASy) Translate web tool (1), and alignments were created and exported using the MultAlin webtool (2). 
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