
	Complex I
	Gene Title
	Gene Symbol
	Q-value
	F.C.

	1425143_a_at
	NADH dehydrogenase (ubiquinone) Fe-S protein 1
	Ndufs1
	0.00001
	-1.7

	1423737_at
	NADH dehydrogenase (ubiquinone) Fe-S protein 3
	Ndufs3
	0.00134
	-1.5

	1418117_at
	NADH dehydrogenase (ubiquinone) Fe-S protein 4
	Ndufs4
	0.00015
	-1.6

	1416494_at
	NADH dehydrogenase (ubiquinone) Fe-S protein 5
	Ndufs5
	0.00105
	-1.6

	1451312_at
	NADH dehydrogenase (ubiquinone) Fe-S protein 7
	Ndufs7
	0.00079
	-1.7

	1423907_a_at
	NADH dehydrogenase (ubiquinone) Fe-S protein 8
	Ndufs8
	0.00187
	-1.6

	1428179_at
	NADH dehydrogenase (ubiquinone) flavoprotein 2
	Ndufv2
	0.00157
	-1.6

	1452790_x_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3
	Ndufa3
	0.00283
	-1.5

	1424085_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4
	Ndufa4
	0.00149
	-1.6

	1423692_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8
	Ndufa8
	0.00693
	-1.5

	1416663_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9
	Ndufa9
	0.00151
	-1.7

	1428159_s_at
	NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1
	Ndufab1
	0.00022
	-1.7

	1429708_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 11
	Ndufa11
	0.00086
	-1.6

	1452790_x_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3
	Ndufa3
	0.00284
	-1.5

	1424085_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4
	Ndufa4
	0.00149
	-1.6

	1423692_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8
	Ndufa8
	0.00694
	-1.5

	1416663_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9
	Ndufa9
	0.00151
	-1.7

	1418068_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 10
	Ndufa10
	0.00006
	-1.7

	1429708_at
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 11
	Ndufa11
	0.00087
	-1.6

	1416834_x_at
	NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2
	Ndufb2
	0.00168
	-1.5

	1416547_at
	NADH dehydrogenase (ubiquinone) 1 beta subcomplex 3
	Ndufb3
	0.00069
	-1.6

	1448589_at
	NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5
	Ndufb5
	0.01018
	-1.6

	1434057_at
	NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6
	Ndufb6
	0.00013
	-1.7

	1448198_a_at
	NADH dehydrogenase (ubiquinone) 1 beta subcomplex 8
	Ndufb8
	0.00555
	-1.5
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	1428322_a_at
	NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10
	Ndufb10
	0.00057
	-1.6

	1416285_at
	NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1
	Ndufc1
	0.00205
	-1.5

	1460506_s_at
	NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2
	Ndufc2
	0.00001
	-1.8

	
	
	
	
	

	Complex II
	Gene Title
	Gene Symbol
	Q-value
	F.C.

	1426688_at
	Succinate Dehydrogenase Complex, Subunit A, Flavoprotein (Fp)
	Sdha
	0.00039
	-1.5

	
	
	
	
	

	Complex III
	Gene Title
	Gene Symbol
	q.value
	F.C.

	1450968_at
	Ubiquinol-Cytochrome C Reductase, Rieske Iron-Sulfur Polypeptide 1
	Isp1
	0.00074
	-1.7

	1416604_at
	Cytochrome C-1
	Cyc1
	0.00031
	-1.5

	1428631_a_at
	Ubiquinol Cytochrome C Reductase Core Protein 2
	Qcr2
	0.00038
	-1.6

	1448292_at
	Ubiquinol-Cytochrome C Reductase, Complex III Subunit XI
	Qcr10
	0.00130
	-1.5

	
	
	
	
	

	Complex IV
	Gene Title
	Gene Symbol
	Q-value
	F.C.

	1448153_at
	Cytochrome C Oxidase, Subunit Va
	Cox5a
	0.00095
	-1.6

	1415970_at
	Cytochrome C Oxidase, Subunit Vic
	Cox6c
	0.00288
	-1.5

	
	
	
	
	

	ATP-Synthase
	Gene Title
	Gene Symbol
	Q-value
	F.C.

	1423111_at
	ATP synthase, H+ transporting, mitochondrial F1 complex, alpha subunit 1
	alpha
	0.01484
	-1.5

	1416058_s_at
	ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypeptide 1
	gamma
	0.000115
	-1.5

	1416278_a_at
	ATP synthase, H+ transporting, mitochondrial F1 complex, O subunit
	OSCP
	0.00797
	-1.5

	1426742_at
	ATP synthase, H+ transporting, mitochondrial F0 complex, subunit B1
	b
	0.00125
	-1.7

	1416020_a_at
	ATP synthase, H+ transporting, mitochondrial F0 complex, subunit C1 (subunit 9)
	c1
	0.01109
	-1.6

	1454661_at
	ATP synthase, H+ transporting, mitochondrial F0 complex, subunit C3 (subunit 9)
	c3
	0.00203
	-1.5

	1423676_at
	ATP synthase, H+ transporting, mitochondrial F0 complex, subunit D
	d
	0.00522
	-1.5

	1448203_at
	ATP synthase, H+ transporting, mitochondrial F0 complex, subunit G
	g
	0.00207
	-1.5


Supplementary Table 8 Transcripts involved in the mitochondrial respiratory chain specifically altered in 129Sv-SOD1 G93A  MNs at disease onset











