
	Immune Response
	Q-value
	F.C.
	Gene Title
	Gene Symbol

	1424775_at
	0.000013
	6.6
	2'-5' Oligoadenylate Synthetase 1A
	Oas1a

	1453196_a_at
	0.000079
	3.2
	2'-5' Oligoadenylate Synthetase-Like 2
	Oasl2

	1421858_at
	0.000356
	1.6
	A Disintegrin And Metallopeptidase Domain 17
	Adam17

	1421578_at
	0.002909
	1.5
	Chemokine (C-C Motif) Ligand 4
	Ccl4

	1418126_at
	1.96E-09
	8.6
	Chemokine (C-C Motif) Ligand 5
	Ccl5

	1418457_at
	0.001021
	1.7
	Chemokine (C-X-C Motif) Ligand 14
	Cxcl14

	1419693_at
	0.012474
	1.7
	Collectin Sub-Family Member 12
	Colec12

	1456437_x_at
	0.000274
	1.9
	Complement Component 1, R Subcomponent A /// Complement Component 1, R Subcomponent B
	C1ra /// C1rb

	1423954_at
	0.000036
	3.8
	Complement Component 3
	C3

	1423153_x_at
	0.003006
	1.9
	Complement Component Factor H 
	Cfh 

	1460251_at
	0.000618
	2.2
	Fas (TNF Receptor Superfamily Member 6)
	Fas

	1418240_at
	0.000083
	7.6
	Guanylate Binding Protein 2
	Gbp2

	1418392_a_at
	0.000144
	2.1
	Guanylate Binding Protein 3
	Gbp3

	1434380_at
	0.000003
	3.0
	Guanylate Binding Protein 6
	Gbp6

	1424948_x_at
	0.000016
	2.1
	Histocompatibility 2, D Region Locus 1 /// Histocompatibility 2, K1, K Region 
	H2-D1 /// H2-K1

	1425336_x_at
	2.94E-08
	2.5
	Histocompatibility 2, K1, K Region
	H2-K1

	1431008_at
	0.0003
	2.5
	Histocompatibility 2, Q Region Locus 6 
	H2-Q6 

	1449556_at
	3.01E-09
	2.4
	Histocompatibility 2, T Region Locus 23
	 H2-T23

	1418825_at
	0.000065
	2.2
	Immunity-Related Gtpase Family M Member 1
	Irgm1

	1427351_s_at
	0.000099
	-5.0
	Immunoglobulin Heavy Chain 6 (Heavy Chain Of Igm)
	Igh-6

	1426276_at
	0.000058
	3.1
	Interferon Induced With Helicase C Domain 1
	Ifih1

	1447927_at
	0.000014
	5.7
	Macrophage Activation 2 Like
	Mpa2l

	1451644_a_at
	0.000087
	1.9
	MHC Class I Like Protein GS10 
	H2-gs10 

	1419534_at
	0.006343
	1.6
	Oxidized Low Density Lipoprotein (Lectin-Like) Receptor 1
	Olr1

	1426926_at
	0.000253
	1.5
	Phospholipase C, Gamma 2
	Plcg2

	1417056_at
	4.07E-08
	2.4
	Proteasome (Prosome, Macropain) 28 Subunit, Alpha
	Psme1

	Supplementary Table 3 (continuation)

	1422962_a_at
	0.000118
	4.5
	Proteasome (Prosome, Macropain) Subunit, Beta Type 8 (Large Multifunctional Peptidase 7)
	Lmp7

	1421009_at
	0.000421
	3.3
	Radical S-Adenosyl Methionine Domain Containing 2
	Rsad2

	1416625_at
	0.000125
	3.3
	Serine (Or Cysteine) Peptidase Inhibitor, Clade G, Member 1
	Serping1

	1451492_at
	0.000021
	2.4
	Src-Like-Adaptor 2
	Sla2

	1449009_at
	0.001379
	2.5
	T-Cell Specific Gtpase 1 /// T-Cell Specific Gtpase 2
	Tgtp1 /// Tgtp2

	1422782_s_at
	0.000165
	1.6
	Toll-Like Receptor 3
	Tlr3

	1418099_at
	0.000396
	1.5
	Tumor Necrosis Factor Receptor Superfamily, Member 1b
	Tnfrsf1b


Supplementary Table 3 Immune system transcripts specifically altered in C57-SOD1 G93A MNs at disease onset 











