
	Microtubule
	Gene Title
	Gene Symbol
	Q-value
	F.C.

	1452265_at
	CLIP Associating Protein 1
	Clasp1
	0.000125
	-1.5

	1436624_at
	Dynamin 3
	Dnm3
	0.000327
	-1.6

	1449928_at
	Dynein Light Chain Tctex-Type 3
	Dynlt3
	0.011787
	-2.1

	1433925_at
	Dynein, Cytoplasmic 1 Light Intermediate Chain 2
	Dync1li2
	0.000454
	-1.5

	1428321_at
	Echinoderm Microtubule Associated Protein Like 1
	Eml1
	0.008232
	-1.6

	1450738_at
	Kinesin Heavy Chain Isoform 21A
	Kif21a
	0.001325
	-1.9

	1437611_x_at
	Kinesin Heavy Chain Isoform 2C
	Kif2c
	0.006490
	1.5

	1449841_at
	Kinesin Heavy Chain Isoform 3A
	Kif3a
	0.000691
	-1.5

	1450249_s_at
	Kinesin Heavy Chain Isoform 5A
	Kif5a
	0.003217
	-1.6

	1418429_at
	Kinesin Heavy Chain Isoform 5B
	Kif5b
	0.001427
	-1.8

	1450804_at
	Kinesin Heavy Chain Isoform 5C
	Kif5c
	0.010704
	-2.2

	1417005_at
	Kinesin Light Chain 1
	Klc1
	0.000366
	-1.5

	1455779_at
	Microtubule-Associated Protein 1 A
	Mtap1a
	0.000096
	-1.7

	1422550_a_at
	Microtubule-Associated Protein 6
	Mtap6
	0.004151
	-1.7

	1440231_at
	Microtubule-Associated Protein 9
	Mtap9
	0.000551
	-1.5

	1451990_at
	Microtubule-Associated Protein, RP/EB Family, Member 2
	Mapre2
	0.000818
	-1.5

	1438239_at
	Midline 1
	Mid1
	9.30E-09
	-2.3

	1416309_at
	Nucleolar And Spindle Associated Protein 1
	Nusap1
	0.002830
	1.6

	1417086_at
	Platelet-Activating Factor Acetylhydrolase, Isoform 1b, Subunit 1
	Pafah1b1
	0.000030
	-1.6

	1451981_at
	Tubulin Polyglutamylase Complex Subunit 1
	Tpgs1
	0.006315
	-1.5

	1422637_at
	Ras Association (Ralgds/AF-6) Domain Family Member 5
	Rassf5
	0.001531
	-1.7

	1450916_at
	Staufen (RNA Binding Protein) Homolog 2 (Drosophila)
	Stau2
	0.000859
	-1.5

	1448533_at
	Tubulin Folding Cofactor B
	Tbcb
	0.000139
	-1.6
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	1426427_at
	Tubulin Tyrosine Ligase-Like 1
	Ttll1
	0.007407
	-1.5

	1417374_at
	Tubulin, Alpha 4A
	Tuba4a
	0.000049
	-1.9

	1423642_at
	Tubulin, Beta 2C
	Tubb2c
	0.002682
	-1.9

	1433666_s_at
	Vacuolar Protein Sorting 41 (Yeast)
	Vps41
	0.000047
	-1.5

	

	Neuron projection
	Gene Title
	Gene Symbol
	Q-value
	F.C.

	1427331_at
	Adenosine A1 Receptor
	Adora1
	0.003131
	-1.5

	1422470_at
	BCL2/Adenovirus E1B Interacting Protein 3
	Bnip3
	0.000041
	-1.7

	1433504_at
	Brain Glycogen Phosphorylase
	Pygb
	0.005276
	-1.5

	1419473_a_at
	Cholecystokinin
	Cck
	0.010804
	-1.5

	1417747_at
	Complexin 1
	Cplx1
	0.005126
	-1.5

	1419044_at
	Contactin Associated Protein-Like 4
	Cntnap4
	0.000236
	-1.6

	1423486_at
	Cysteine-Rich PDZ-Binding Protein
	Cript
	0.000982
	-1.5

	1428599_at
	Kinase Non-Catalytic C-Lobe Domain (KIND) Containing 1
	Kndc1
	0.000689
	-1.5

	1450249_s_at
	Kinesin Family Member 5A
	Kif5a
	0.003217
	-1.6

	1418429_at
	Kinesin Family Member 5B
	Kif5b
	0.001427
	-1.8

	1450804_at
	Kinesin Family Member 5C
	Kif5c
	0.010704
	-2.2

	1417005_at
	Kinesin Light Chain 1
	Klc1
	0.000366
	-1.5

	1452740_at
	Myosin, Heavy Polypeptide 10, Non-Muscle
	Myh10
	0.000020
	-1.6

	1454672_at
	Neurofilament, Light Polypeptide
	Nefl
	0.000872
	-1.5

	1422520_at
	Neurofilament, Medium Polypeptide
	Nefm
	0.003301
	-1.6

	1435771_at
	Phospholipase C, Beta 4
	Plcb4
	0.000013
	-1.6

	1422871_at
	Potassium Inwardly-Rectifying Channel, Subfamily J, Member 12
	Kcnj12
	0.004655
	-1.8

	1451981_at
	Predicted Gene, Gm16517
	Gm16517
	0.006315
	-1.5
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	1415678_at
	Protein Phosphatase 1A, Magnesium Dependent, Alpha Isoform
	Ppm1a
	0.000450
	-1.5

	1427231_at
	Roundabout Homolog 1 (Drosophila)
	Robo1
	0.001631
	-1.5

	1434890_at
	Similar To Optic Atrophy 1 (Autosomal Dominant)
	LOC100046998
	0.000198
	-1.5

	1450121_at
	Sodium Channel, Voltage-Gated, Type I, Alpha
	Scn1a
	0.001452
	-1.5

	1439889_at
	Sodium Channel, Voltage-Gated, Type VIII, Alpha
	Scn8a
	0.000090
	-1.7

	1457412_at
	Sodium Channel, Voltage-Gated, Type VIII, Alpha
	Scn8a
	0.000506
	-1.5

	1423281_at
	Stathmin-Like 2
	Stmn2
	0.010718
	-1.6

	1423135_at
	Thymus Cell Antigen 1, Theta
	Thy1
	0.002151
	-1.5

	1455377_at
	Tubulin Tyrosine Ligase-Like Family, Member 7
	Ttll7
	0.000046
	-1.6

	1422740_at
	Tumor Necrosis Factor Receptor Superfamily, Member 21
	Tnfrsf21
	0.010364
	-1.5

	1452222_at
	Utrophin
	Utrn
	0.000566
	-1.5


Supplementary Table 12 Transcripts involved in microtuble and neuron projection specifically altered in 129Sv-SOD1 G93A   MNs at the disease onset








