
	Vescicle trafficking
	Gene Title
	Gene Symbol
	Q-value
	F.C.

	1435718_at
	Adaptor-Related Protein Complex 3, Sigma 2 Subunit
	Ap3s2
	0.00043
	-1.5

	1451665_a_at
	Adaptor-Related Protein Complex AP-4, Sigma 1
	Ap4s1
	0.00446
	-1.5

	1452102_at
	Coatomer Protein Complex, Subunit Beta 2 (Beta Prime)
	Copb2
	0.00350
	-1.5

	1416384_a_at
	Coatomer Protein Complex, Subunit Epsilon
	Cope
	0.00028
	-1.5

	1415670_at
	Coatomer Protein Complex, Subunit Gamma
	Copg
	0.00102
	-1.6

	1438008_at
	Golgi Associated, Gamma Adaptin Ear Containing, ARF Binding Protein 3
	Gga3
	0.00007
	-1.5

	1422455_s_at
	N-Ethylmaleimide Sensitive Fusion Protein
	Nsf
	0.01386
	-1.6

	1416192_at
	N-Ethylmaleimide Sensitive Fusion Protein Attachment Protein Alpha
	Napa
	0.00148
	-1.5

	1424069_at
	N-Ethylmaleimide Sensitive Fusion Protein Attachment Protein Gamma
	Napg
	0.00067
	-1.6

	1449256_a_at
	RAB11a, Member RAS Oncogene Family
	Rab11a
	0.00242
	-1.5

	1418621_at
	RAB2A, Member RAS Oncogene Family
	Rab2a
	0.00262
	-1.6

	1428115_a_at
	RAB2B, Member RAS Oncogene Family
	Rab2b
	0.01084
	-1.5

	1433947_at
	RAB37, Member Of RAS Oncogene Family
	Rab37
	0.00033
	-1.6

	1436103_at
	RAB3A Interacting Protein
	Rab3ip
	0.00009
	-1.5

	1449961_at
	Rabphilin 3A
	Rph3a
	0.01065
	-1.8

	1435667_at
	Regulating Synaptic Membrane Exocytosis 1
	Rims1
	6.65E-06
	-1.5

	1423347_at
	Sec23a (S. Cerevisiae)
	Sec23a
	0.00003
	-1.6

	1455698_at
	SEC62 Homolog (S. Cerevisiae)
	Sec62
	0.00007
	-1.5

	1434800_at
	Synaptic Vesicle Glycoprotein 2 B
	Sv2b
	0.00070
	-1.8

	1417659_at
	Vacuolar Protein Sorting 29 (S. Pombe)
	Vps29
	0.00038
	-1.6

	1415783_at
	Vacuolar Protein Sorting 35
	Vps35
	0.00176
	-1.5

	1436079_s_at
	Vesicle-Associated Membrane Protein, Associated Protein B And C
	Vapb
	0.00076
	-1.5
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	1452007_at
	Vesicle-Associated Membrane Protein 7
	Vamp7
	0.00001
	-1.5

	1460191_at*
	YKT6 Homolog (S. Cerevisiae)
	Ykt6
	0.00024
	-2.0

	 
	
	

	Organelle Stability
	Gene Title
	Gene Symbol
	Q-value
	F.C.

	1428253_at
	Chromatin Modifying Protein 2B
	Chmp2b
	0.0015
	-1.6

	1449053_s_at
	Component Of Oligomeric Golgi Complex 1
	Cog1
	0.002167
	-1.5

	1426821_at
	Component Of Oligomeric Golgi Complex 8
	Cog8
	0.002224
	-1.5

	1453564_a_at
	Vacuolar Protein Sorting 24 (Yeast)
	Vps24
	0.001591
	-1.6

	 
	 
	 
	
	

	Protein translocation
	Gene Title
	Gene Symbol
	Q-value
	F.C.

	1450814_a_at
	Importin 4
	Ipo4
	0.005578
	-1.5

	1419548_at
	Karyopherin (Importin) Alpha 1
	Kpna1
	0.001382
	-1.6

	1450385_at
	Karyopherin (Importin) Alpha 3
	Kpna3
	0.000329
	-1.5

	1437283_at
	Transportin 2 (Importin 3, Karyopherin Beta 2b)
	Tnpo2
	0.002347
	-1.5

	1435167_at
	RAN Binding Protein 6
	Ranbp6
	0.000516
	-1.5

	1416485_at
	Translocase Of Inner Mitochondrial Membrane 23 Homolog (Yeast)
	Timm23
	0.000279
	-1.5

	1416765_s_at
	Mitochondria-Associated Protein Involved In Granulocyte-Macrophage Colony-Stimulating Factor Signal Transduction
	Magmas
	0.000785
	-1.5

	1417499_at
	Translocase Of Inner Mitochondrial Membrane 10 Homolog (Yeast)
	Timm10
	0.001006
	-1.5

	1426256_at
	Translocase Of Inner Mitochondrial Membrane 17a
	Timm17a
	0.006641
	-1.5

	1428216_s_at
	Translocase Of Outer Mitochondrial Membrane 7 Homolog (Yeast)
	Tomm7
	0.001415
	-1.5
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	Others
	Gene Title
	Gene Symbol
	Q-value
	F.C.

	1419706_a_at
	A kinase (PRKA) anchor protein (gravin) 12
	Akap12
	0.003204
	-1.6

	1424103_at
	autophagy-related 4B (yeast)
	Atg4b
	0.000121
	-1.5

	1434593_at
	eukaryotic translation initiation factor 5A2
	Eif5a2
	4.38E-07
	-1.9


Supplementary Table 11 Transcripts involved in the vescicle trafficking and protein targeting specifically altered in 129Sv-SOD1 G93A  MNs at the disease onset











