
Supplementary Table: Technical details and experimental conditions for genotyping 
 

Polymorphism Forward primer (5’-3’) Reverse primer (5’-3’) Concentration 
(nM) 

Vic-probe  Concentration
(nM) 

 Fam-probe Concentration
(nM) 

 Annealing 
temperature 

XPD 23591 G>A 
CCGCAGGATCAAAGAG
ACAGA 

GCTCACCCTGCAGCA
CTTC 300 

CGTGCTGCCC
AAC 200 

CGTGCTGCCCG
AC 200  60°C

XPD 35931 C>A ACCCGCCCCACTCAGA
G 

AGCCTGGAGCAGCTA
GAATCAG 300 TCCTCTGCAGC

GTCTb 200 ATCCTCTTCAG
CGTCTCb 200  60°C

PCNA 6084 G>C CATATACTGAAGTCTTT
TCTGTCACCAAAT 

TAACTAGACCAGATC
AGACTTTGGACTTT 300 TATTCTCTCCA

ATTTGT 200 TATTCTCTGCA
ATTTG 200  60°C

XRCC1 26304 C>T GAGGATGAGAGCGCCA
ACTC 

TCCACTACCCTCCTC
CCTCAGA 300 CTTCTTCAGCC

GGATC 200 CTTCTTCAGCT
GGATCA 200  60°C

XRCC1 26651 G>A TGGATCCACTTTCTCCC
TTCATAG 

CACTAGAAGCCTGGA
GGGTAGCA 300 CCAGCGACCC

AGC 200 CAGCGACCCGG
CAG 200  60°C

XRCC1 28152 G>A GAGTGGGTGCTGGACT
GTCA 

GCAGGGTTGGCGTGT
GA 300 CCTCCCGGAG

GTAA 200 CCTCCCAGAGG
TAAG 200  60°C

XRCC3 17893 A>G CGGTCGAGTGACAGTC
CAAA 

TCTTATTCACACACT
CCAACAAGGT 300 CAATGACGGC

TGTC 200 ACAATGACAGC
TGTC 200  60°C

XRCC3 18067 C>T TGCTCACCTGGTTGATG
CA 

CCAGGGCCAGGCATC
TG 300 CTCACGCAGC

GTGGb 50 CAGCATGGCCC
Cb 200  60°C

APEX 1738 T>G AAACGAGTCAAATTCA
GCCACAA 

CCCACCTCTTGATTG
CTTTCC 900 ATCATGCTCCT

CCTC 200 CATGCTCCTCA
TCG 200  58°C

ERCC1 19007 C>T AGGGCCCTGTGGTTATC
AAG 

GGGAATTACGTCGCC
AAATT 300 TTCGTGCGCA

ATGT 200 TTCGTGCGCAA
CGT 200  60°C

MGMT 127215 C>T CCCGAGGCTATCGAAG
AGTTC 

GTTACCGACCTTGCT
GGAAAAC 300 CCGGCTCTTCA

CCA 200 CCGGCTTTTCA
CC 200  60°C

BRCA1 Pro871Leu 
 

TCAAGGTTTCAAAGCG
CCA 

AATGTTGCACATTCC
TCTTCTGC 300 

ATTTGCTCCGT
TTTCAAATCCA
GGAA 

200 
TCATTTGCTCT
GTTTTCAAATC
CAGGAA 

100  62°C

BRCA2 Asn372His CTGAAGTGGAACCAAA
TGATACTGA 

AGACGGTACAACTTC
CTTGGAGAT 300 

TCAAATGTAG
CACATCAGAA
GCCCTTTGA 

50 
ATTCAAATGTA
GCAAATCAGAA
GCCCTTTGA 

100  62°C

LIG 4 Ala3Val  GGCCAGTTAAACGAGA
AGATTCA 

CAAAAGGAACGTGA
GATGCAAC 900 

CTTTGATGGCT
GTCTCACAAA
CTTCACAA 

200 
CTTTGATGGCT
GCCTCACAAAC
TTCA 

200  62°C

LIG 4 Thr9Ile GCCAGTTAAACGAGAA
GATTCATCA 

GTTGAACACAAATCT
GCAAAAGGA 900 

TCACAAACTTC
ACAAATTGTT
GCATCTCAC 

200 
TCACAAACTTC
ACAAACTGTTG
CATCTCAC 

200  62°C

NBS1 Glu185Gln ACATAATATACCTTTCA
ATTTGTGGAGG 

GACGTCCAATTGTAA
AGCCAGAAT 900 TGCTTCTTGGA

CTCAACTGCTT 100 TGCTTCTTGGA
CTGAACTGCTT 100  62°C



TCAGGb TCAGG 

RAD51 135 G/C GCAGCGCTCCTCTCTCC
AGC 

GCTGGGAACTGCAAC
TCATCT 900 CAACGCCCGT

GGCTTACGCT 200 CCCCAACGCCC
CTGGCTTAC 200  62°C

RAD51 172 G/T GTCCGCAGCCTCCTCTC
TC 

CAGCTGGGAACTGCA
ACTCA 900 CCCCGCGGGA

GTGGCAb 200 CCGCGGGCGTG
GCACb 200  62°C

RAD52 2259 C/T GTGGTGCAAACACAGC
TCTCTC 

AGTAATCCCTGTATT
TTGTAAGGCAGA 900 

ACAACCTCTTG
GGCCCAAGTG
ATACT 

200 
CACAACCTCTT
GGGCTCAAGTG
ATACTC 

100  62°C

XRCC2 31479 
G>A 

TCTGCATTATAGTTTGT
GTCGTTGC 

CGCGTCAATGGAGG
AGAAA 900 

AAAAGAACCA
GGCGATAGTC
ATTTACAAGCb

100 
CAAAAAGAACC
AGGTGATAGTC
ATTTACAAGCb

100  62°C

TP53 Arg72Pro TCCCCGGACGATATTGA
ACA 

CCGCCGGTGTAGGAG
CT 900 AGGCTGCTCC

CCGCGTG 200 TGCCTCCCCCC
GTGGCC 200  

    

60°C

 Forward primer (5’-3’) Reverse primer (5’-3’)  Extension 
primer (5’-3’) 

OGG1 8055  C>G CACACAGACTCCACCCT
CC GCCCTTTGGAACCCTTTCT     TGCCGACCTGCGCCAAT

PCR: 95°C 5' / [95°C 40" – (Tm°C -1°C/cycle) 1' - 72°C 45"] x 7 cycles / [95°C 40" – (Tm°C - 7°C) 1' - 72°C 45"] x 30 cycles / 72°C 10'/ 8°C ∝ 

PURIFICATION: 37°C 15' / 80°C 15' / 8°C ∝ 

EXTENSION: 96° 1' / (96° 10" - 43°C 15" - 60° 1') x 50 cycles / 8°C ∝ 
 
aPolymorphic base underlined 
bComplementary sequence 
 


