Supplementary Table: Technical details and experimental conditions for genotyping

Polymorphism Forward primer (5’-3”) Reverse primer (5’-3’)  Concentration Vic-probe Concentration  Fam-probe Concentration Annealing
(nM) (nM) (nM) temperature
CCGCAGGATCAAAGAG GCTCACCCTGCAGCA CGTGCTGCCC CGTGCTGCCCG
XPD 23591 G>A ACAGA CTTC 300 AAC 200 AC 200 60°C
ACCCGCCCCACTCAGA AGCCTGGAGCAGCTA TCCTCTGCAGC ATCCTCTTCAG o
XPD 35931 C>A G GAATCAG 300 GTCT 200 CGTOTC 200 60°C
CATATACTGAAGTCTTT TAACTAGACCAGATC TATTCTCTCCA TATTCTCTGCA o
PCNA 6084 G>C TCTGTCACCAAAT AGACTTTGGACTTT 300 ATTTGT 200 ATTTG 200 60°C
GAGGATGAGAGCGCCA TCCACTACCCTCCTC CTTCTTCAGCC CTTCTTCAGCT o
XRCC1 26304 C>T ACTC CCTCAGA 300 GGATC 200 GGATCA 200 60°C
TGGATCCACTTTCTCCC CACTAGAAGCCTGGA CCAGCGACCC CAGCGACCCGG o
XRCC1 26651 G>A TTCATAG GGGTAGCA 300 AGC 200 CAG 200 60°C
GAGTGGGTGCTGGACT GCAGGGTTGGCGTGT CCTCCCGGAG CCTCCCAGAGG o
XRCC1 28152 G>A GTCA GA 300 GTAA 200 TAAG 200 60°C
CGGTCGAGTGACAGTC TCTTATTCACACACT CAATGACGGC ACAATGACAGC o
XRCC3 17893 A>G CAAA CCAACAAGGT 300 TGTC 200 TGTC 200 60°C
XRCC3 18067 C>T 'Cl'iCTCACCTGGTTGATG _CrgAGGGCCAGGCATC 300 g‘_II'_CG:AG(b:GCAGC 50 ggAGCATGGCCC 200 60°C
AAACGAGTCAAATTCA CCCACCTCTTGATTG ATCATGCTCCT CATGCTCCTCA o
APEX 1738 T>G GCCACAA CTTTCC 900 ccTe 200 TCG 200 58°C
AGGGCCCTGTGGTTATC GGGAATTACGTCGCC TTCGTGCGCA TTCGTGCGCAA o
ERCC1 19007 C>T AAG AAATT 300 ATGT 200 CGT 200 60°C
CCCGAGGCTATCGAAG GTTACCGACCTTGCT CCGGCTCTTCA CCGGCTITTCA o
MGMT 127215 C>T AGTTC GGAAAAC 300 CCA 200 cC 200 60°C
ATTTGCTCCGT TCATTTGCTCT
BRCA1 Pro871Leu E(C:QAGGTTTCAAAGCG ¢CA1TTGCTTTGGSACATTCC 300 TTTCAAATCCA 200 GTTTTCAAATC 100 62°C
GGAA CAGGAA
TCAAATGTAG ATTCAAATGTA
BRCA2 Asn372His _Créi,_?ﬁg_}rggAACCAAA é‘.??ggfgﬁ? AACTTC 300 CACATCAGAA 50 GCAAATCAGAA 100 62°C
GCCCTTTGA GCCCTTTGA
A A A A A A CTTTGATGGCT CTTTGATGGCT
LIG 4 Ala3Val igi?ﬁ‘g:r CGAGA g ATGQEEQA CGTGA 900 GICTCACAAA 200 GCCTCACAAAC 200 62°C
CTTCACAA TTCA
TCACAAACTTC TCACAAACTTC
LIG 4 Throlle g%ﬁgg@ﬁACGAGAA g&iAAAA%'giAAATCT 900 ACAAATTGTT 200 ACAAACTGTTG 200 62°C
GCATCTCAC CATCTCAC
ACATAATATACCTTTCA GACGTCCAATTGTAA TGCTTCTTGGA TGCTTCTTGGA o
NBS1GIUIBSGIN A rr1GTGGAGG AGCCAGAAT 900 CTCAACTGCTT 100 CTGAACTGCTT 100 62°C



TCAGG® TCAGG

RaDsiisaic  SCACCOCTCICICICC GCIGRGARCTGCARC g CAMCBCCCT  ggp  CEOCAMCECCE 20 e

RADS1 172 G/T _(;;'CI'CCGCAGCCTCCTCTC %%ZGGGAACTGCA 900 ggggﬁﬁ;@@ﬁ 200 ggigbGGGQGTG 200 62°C

RaDsz2259Crr  CTGCTGCAAACACAGC AGTAATCCCTGTATT g0 GGCCCAMGTG 200 GGGCTCAAGTG 100 2vc
ATACT ATACTC

éEAccz 31479 'CI;(_II_'I(;CC;;?_?;'I(;ATAGTTTGT chA:iLCAATGGAGG 900 éégé%*ﬁg% 100 iééééﬁ%éﬁg 100 69°C
ATTTACAAGC ATTTACAAGC

TP53 Arg72Pro ;%CACCGGACGATATTGA g_(;GCCGGTGTAGGAG 900 égggggmc 200 g(;ggc%cccgc 200 60°C

Forward primer (5’-3") Reverse primer (5’-3’) El)f(itrir;'ic()g’—?)
0GG18055 C>G CACACAGACTCCACCCT occorrrgaaACCCTTTCT TGCCGACCTGCGCCAAT

CC

PCR: 95°C5'/[95°C 40" — (Tm°C -1°Cl/cycle) 1' - 72°C 45"] x 7 cycles / [95°C 40" — (Tm°C - 7°C) 1' - 72°C 45"] x 30 cycles / 72°C 10/ 8°C «

PURIFICATION: 37°C 15'/80°C 15'/8°C «
EXTENSION: 96°1'/(96° 10" - 43°C 15" - 60° 1) x 50 cycles / 8°C «

4Polymorphic base underlined
Complementary sequence



