Supplemental materials and methods
RT-PCR primers
Primers were designed using the primer express 2.0 software (ABI).

	Gene symbol
	Forward primer
	Reverse primer

	ITGA7
	CGTTGAGCCTGGAGGAGACT
	CTCCCTGGTCGATGTCCACT

	CNIH3
	TGCGAGGGAACGGTTGAG
	TTTCGCAGAAGGAAGCAGATG

	SLITRK1
	ATCCCAGGGTCGGGTTTAAA
	GCTGCTCACGTTCCTGTTGTT

	RGS4
	TTGCCAGAGAGTGAGCCAAGA
	TCCAGTGATTCAGCCCATTTCT

	SERPINE2
	ACGGCGTAAATGGAGTTGGT
	CGATGGCCTTGTTGATCTTCTT

	PODXL
	CCAAAACACCTTCTCCCACTGT
	CACACTTTGCCCAGTTACTCTCAT

	CXCL12
	TGAGAGCTCGCTTTGAGTGA
	CACCAGGACCTTCTGTGGAT

	FIBIN
	CTACTTCGATGGCCCCCTCTA
	TGGTGCAGAGTCCCATTGG

	LIF
	TCTTGGCGGCAGGAGTTG
	CATGTTTCCAGTGCAGAACCA

	HSD17B2
	CAATGCTGCAGGACAGAGGA
	GCACCCCAGCATTGTTGATC

	CLDN1
	CAGTCAATGCCAGGTACGAATTT
	CAGCCCAGCCAGTGAAGAG

	TSPAN12
	CCTGCTCTACGCCCTCAATC
	AACACACTGATGGACATTAACCAAA

	ATF3
	CTGTCCCCTCCTGGGTCACT
	GGGCGTCAGGTTAGCAAAATC

	ATF3Zip
	GAAACTCCCAAGGCCCTTTT
	TGAGTCAACAGCCCATATGCA

	p21
	GGCAGACCAGCATGACAGATT
	GCGGATTAGGGCTTCCTCT

	GAPDH
	GTTCGACAGTCAGCCGCAT
	GGCGACGCAAAAGAAGATG


Chromatin-IP primers
The designated gene promoters were searched for ATF3/CREB binding sites using the genomatix software. Primers were designed to include those sites in the resulting amplicon. In the cases were no theoretical bindings sites were present, primers were designed in close proximity to the TSS region.
	Gene symbol
	Forward primer
	Reverse primer

	ITGA7
	AACGAGACTTTGGAGACCAGAGAC
	AATGCAAGGGAAATCTCGCA

	CNIH3
	CGCTCGGCCTCCAGC
	TCTCGGAGGAAACTTGAAGCC

	SLITRK1
	AAAGCACTCCTTTCCGAATGG
	TTAACGAGTTCACAGCCCCC

	RGS4
	CAGTTTGAAGGCTGGTGATACG
	GCAGGCAGAAAAATATGTAGTTTGC

	SERPINE2
	CGTTCCTCTGTCCCCTAGGC
	TTGCAGGGTGTCCTAGAGCTG

	PODXL
	ATCAGTTACCACGCAAGGCTG
	ACTACGAGCAAATCCGGAGC

	CXCL12
	CCCACTTTACGCCTAAGGTCC
	TTATTGTCCCTGTGACAGGGC

	FIBIN
	TTCCTTCCCCCTCCCAATAT
	TCCACCACAAAAACCCTGGT

	LIF
	TGCCCATCTTCAGACAACTCC
	CCCTGTGGTTTTCCTGCCT

	HSD17B2
	GCCTAAAGCAGGCAGTGGAA
	ATCTCAGAGCTGTATGCCCCTAA

	CLDN1
	ACTTCCTCAACTCCAGCCCA
	GTAAACAGCGTTTCCCCAGTG

	TSPAN12
	TCACTCCAGTCATGCAGCAAC
	CCTATGTCCATGACTGCCTGTC


Overexpression primers
Primers were designed to isolate open reading frames of the following genes:

	Gene symbol
	Forward primer
	Reverse primer

	SERPINE2
	AACCATGAACTGGCATCTCC
	CGTTGCTTTGCATGGTTTCT

	FIBIN
	CCCTGGCCATCCTGAATATC
	AGCATTTGTATCCTTCCACCT

	LIF
	GTGCAGCCCATAATGAAGGT
	CACACTTCAAGACCTCCTGCT

	HSD17B2
	TTGAAGGTGCAGCAAGTCAC
	TTCTTTGAGGGCTTCCATTG

	CLDN1
	GAGCGAGTCATGGCCAAC
	CTCCTTTTGCCTCTGTGTCA

	TSPAN12
	AGGATGTGGTGAAAGGATGG
	TTGTGGTTTTCTTCTGTGACATTT

	ATF3
	CAAAATGATGCTTCAACACCCAGG
	CCCATACCACGACTGCTTAGC

	ATF3Zip
	GAGCCTGGAGCAAAATGATG
	TCATTTGCATGAGTCAACAGC
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