Supplemental Table II. Genotype frequencies for bitter and sweet taste genes among adults 

	Genotype 
	n (%)

	Bitter: TAS2R38 (rs713598), N=100 
	

	AA
	26 (26%)

	AP
	52 (52%)

	PP
	22 (22%)

	Sweet: TAS1R3 (rs35744813), N=98
	

	CC
	35 (36%)

	CT
	38 (39%)

	TT
	25 (25%)

	Genotype frequencies are based on unrelated individuals (mothers only). The TAS2R38 gene variant codes for an amino acid change, alanine (A) to proline (P), at position +49; the A allele is the insensitive form. The TAS1R3 gene variant is not in a coding region, and genotypes are nucleotides; TT is the insensitive form. DNA from two subjects was refractory to genotyping for TAS1R3. 
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