AY351680.1 SARS coronavirus ZMY 1 complete genome
AY278554.2 SARS coronavirus CUHK-W1 complete genome
99 AY304486.1 SARS coronavirus SZ3 complete genome
AY395003.1 SARS coronavirus ZS-C complete genome
AY390556.1 SARS coronavirus GZ02 complete genome
AY394985.1 SARS coronavirus HSZ-Bb complete genome
AY394986.1 SARS coronavirus HSZ-Cb complete genome
AY394995.1 SARS coronavirus HSZ-Cc complete genome
AY394994.1 SARS coronavirus HSZ-Bc complete genome
FJ882939.1 SARS coronavirus wtic-MB isolate P3pp16 complete genome
FJ882948.1 SARS coronavirus MA15 isolate P3pp3 complete genome
FJ882961.1 SARS coronavirus MA15 isolate P3pp5 complete genome Human SARS-CoV
FJ882952.1 SARS coronavirus MA15 isolate P3pp4 complete genome
AY394978.1 SARS coronavirus GZ-B complete genome
AY559093.1 SARS coronavirus Sin845 complete genome
og AY559096.1 SARS coronavirus Sin850 complete genome
AY291451.1 SARS coronavirus TW1 complete genome
AY714217.1 SARS Coronavirus CDC*200301157 complete genome
AY394999.1 SARS coronavirus LC2 complete genome
AY323977.2 SARS coronavirus HSR 1 complete genome
AY394998.1 SARS coronavirus LC1 complete genome
EU371564.1 SARS coronavirus BJ182-12 complete genome
100f 1 EU371559.1 SARS coronavirus ZJ02 complete genome
{ KY417146.1 Bat SARS-like CoV Rs4231
KY417150.1 Bat SARS-like CoV Rs4874
1999, KF367457.1 Bat SARS-like coronavirus WIV1 complete genome ]
1po|' KC881006.1 Bat SARS-like coronavirus Rs3367 complete genome
{_KC881005.1 Bat SARS-like coronavirus RsSHC014 complete genome
1pg- KY417144.1 Bat SARS-like coronavirus isolate Rs4084 complete genome
1000} MK211376.1 Coronavirus BtRs-BetaCoV/YN2018B complete genome
[KY417152.1 Bat SARS-like coronavirus isolate Rs9401 complete genome
1pot KY417151.1 Bat SARS-like coronavirus isolate Rs7327 complete genome |
KY417145.1 Bat SARS-like coronavirus isolate Rf4092 complete genome
KJ473816.1 BtRs-BetaCoV/YN2013 complete genome
1do Ly KY770858.1 Bat coronavirus isolate Anlong-103 complete genome
1po ! KY770859.1 Bat coronavirus isolate Anlong-112 complete genome
- MK211378.1 Coronavirus BtRs-BetaCoV/YN2018D complete genome
KY417143.1 Bat SARS-like coronavirus isolate Rs4081 complete genome
KY417149.1 Bat SARS-like coronavirus isolate Rs4255 complete genome
KY417148.1 Bat SARS-like coronavirus isolate Rs4247 complete genome
KY417147.1 Bat SARS-like coronavirus isolate Rs4237 complete genome
MK211375.1 Coronavirus BtRs-BetaCoV/YN2018A complete genome
KY417142.1 Bat SARS-like coronavirus isolate As6526 complete genome
MK211377.1 Coronavirus BtRs-BetaCoV/YN2018C complete genome
KP886808.1 Bat SARS-like coronavirus YNLF 31C complete genome
oo ' KP886809.1 Bat SARS-like coronavirus YNLF 34C complete genome :|
KJ473815.1 BtRs-BetaCoV/GX2013 complete genome
DQ071615.1 Bat SARS coronavirus Rp3 complete genome :|
JX993988.1 Bat coronavirus Cp/Yunnan2011 complete genome
KF569996.1 Rhinolophus affinis coronavirus isolate LYRall complete genome :|
MK211374.1 Coronavirus BtRI-BetaCoV/SC2018 complete genome ]
100 1 GQ153542.1 Bat SARS coronavirus HKU3-7 complete genome
100 |' GQ153543.1 Bat SARS coronavirus HKU3-8 complete genome
100 | GQ153547.1 Bat SARS coronavirus HKU3-12 complete genome
FJ211859.1 Recombinant coronavirus clone Bat SARS-CoV complete sequence
DQ084199.1 bat SARS coronavirus HKU3-2 complete genome
GQ153540.1 Bat SARS coronavirus HKU3-5 complete genome
KJ473814.1 BtRs-BetaCoV/HuB2013 complete genome
DQ648857.1 Bat coronavirus
1016}0100 DQ412043.1 Bat SARS coronavirus Rm1 complete genome Bat SARS-CoV
JX993987.1 Bat coronavirus Rp/Shaanxi2011 complete genome
KJ473811.1 BtRf-BetaCoV/JL2012 complete genome
100 KY770860.1 Bat coronavirus isolate Jiyuan-84 complete genome
100 |[f KJ473813.1 BtRf-BetaCoV/SX2013 complete genome
104' KJ473812.1 BtRf-BetaCoV/HeB2013 complete genome
100 DQ648856.1 Bat coronavirus
100t DQ412042.1 Bat SARS coronavirus Rfl complete genome
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MN938384.1-2019-nCoV HKU-SZ-002a 2020
MN975262.1-2019-nCoV HKU-SZ-005b 2020
_[ MG772933.1 Bat SARS-like CoVZC45
100 - MG772934.1 Bat SARS-like CoVZXC21
GU190215.1 Bat CoV BM48-31/BGR/2008
E: KY352407.1 SARS-related CoV BtKY72
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