
genes

id (key)

gene_num (string)

symbol (string)

description (string)

species (string)

refseqid (string)

chromosome (string)

strand (string)

tx_start (int)

tx_end (int)

interact (string)

experiments

id (key)

pubmed_id (string)

method (string)

species (string)

cell_line (string)

name (string)

protocol (string)

treatment (string)

antibody (string)

description (string)

verified_bs

id (key)

tf_name (string)

chromosome (string)

region (string)

tf_start (string)

tf_end (string)

sequence (string)

near_gene_symbol (string)

strand (string)

cell_line (string)

pubmed_id (string)

description (string)

chip_loci

id (key)

chromosome (string)

region (string)

tf_start (int)

tf_end (int)

motif_count (int)

sequence (string)

near_gene_id (int)

experiment_id (int)

cons_score (float)

computed_bs

id (key)

tf_name (string)

chromosome (string)

region (string)

tf_start (int)

tf_end (int)

sequence (string)

near_gene_id (int)

experiment_id (int)

locus_id (int)

strand (string)

score (float)

cofactor_yy1 (int)

1 *

1

*

1

*

1

*

*
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Supplementary Figure 1. YY1TargetDB database schema


