
Recall of MorbidMap gene−disease associations

False positive rate

Tr
ue

 p
os

iti
ve

 r
at

e

0.0 0.2 0.4 0.6 0.8 1.0

0.
0

0.
2

0.
4

0.
6

0.
8

1.
0

Geometric Mean (AUC 0.85 )
IC (AUC 0.86 )
SimJ (AUC 0.84 )



Recall of MorbidMap gene−disease associations

Recall

P
re

ci
si

on

0.0 0.2 0.4 0.6 0.8 1.0

0.
00

0.
02

0.
04

0.
06

0.
08

0.
10

Geometric Mean
IC
SimJ


