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Figure S1: Three structurally observed variants of Sarcin-Ricin internal loop motif. Canonical stems, G bulge region and flexible regions are shown in green, red and blue respectively. Mutated bases in different variants are highlighted in yellow boxes and the corresponding base pairing geometries are highlighted in green boxes. In variant 1, 4/18 A:G H:S Trans base pair in flexible region is mutated to isosteric C:C H:STrans base pair and in variant 6, 8/15 A:G H:S Trans base pair in G-bulge region is mutated to another isosteric A:A H:S trans base pair. Here we are considering this example because in both the cases one A:G H:S Trans base pair is changing to an isosteric base pair, but showing different fluctuation in MD simulation run. The figure is taken from reference (53) mentioned in the original paper.
