CrisprGE: A central hub of CRISPR/Cas based genome editing
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Figure S1. Screenshot representing CrisprGE Browse
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. . v Modification
crisprID [e.g, Crispr0002]
crispriD Organism  |Gene/Locus Uniprot  [Pathway  |Target Sequence Target/Mutation Modification Genetic Modificatior|Location  |Cell line Reference
Organism [e.g, Homo sapiens] Rattus Kfoe GCAGGCCCTGAACCGCTTCTGGGATTACC
Q_‘mms . |ApoE P02650 CCTGAACCGCTTCTGGGATTACC TTACC D24 Deletion Exon3 | Zygote T7E1 assay 24598943
Gene/Locus [e.g, ApoE] norvegicus
GGGAGCAGGCCCTGAACCGCTTCTGGGATTACCTG
Target sequence [e.g, GAACTCAGGAGGTTCCTGCTGG] . CCTOMOCGCTICTGRGATIACETG |+ 2700 .. GTCCAGGAAGAGCTGAGAGCTCCC
= Modification [e.g, D1] Crispr0010  |ApoE P026s0 |Xfee |270p... D19 Deletion Exon3 | Zygote T7E1 assay 24598043
noneges GTCCAGGAAGAGCTGCAGAGCTCCC |GCTTCTGGGATTACCTG.... 27bp.
Genetic Modification [e.g, Insertion, Deletion] GTCCAGGAAGAGCTGCAGAGCTCCC
Location [e.g, Exon3] GCAGGCCCTGAACCGCTTCTGGGATTACCTG. ..
Rattus CCTGAACCGCTTCTGGGATTACCTG ... lzppyp.  GTCCAGGANGAGCTGEAGAGCTCCC .
Cell line [e.g, Zygote, HEK293T Cells] —— ApoE p026s0 (Kfee f27bp... TTACCTG .. D24 Deletion Exon3 | Zygote T7E1 assay 24598943
GTCCAGGAAGAGCTGCAGAGCTCCC | azhyp, ., GTCCAGGAAGAGCTGCAGAGCTCCC
(] Method [e.g, T7EN1 assay, Sequencing] v
GCAGGCCCTGAACCGCTTCTGGGATTACCTG. ..
Pubmed ID [e.g, 23528705] Rattus CCTGAACCGCTTCTGGGATTACCTG ... Iyppp.., GTCCAGGANGAGCTGCAGAGCTCCC
—— 02650 |Xfee [270p... TTACCTS .. D24 Deletion | Exon3 | Zygote T7EN assay 24598943
[ Search | GTCCAGGAAGAGCTGCAGAGCTCCC | a7mp ., GTCCAGGAAGAGCTGAGAGCTCCC





Figure S2. Schematic representation of search option with top displaying search form, output and bottom demonstrating detailed information of an individual entry
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crisprlD Organism Gene/Locus Uniprot Pathway Target Sequence Target/Mutation Modification Genetic Medification Location Call line Method Refarence
ATCCACGTTCACCTTGCCCCACAGGG
220 Homo sapiens  |HBB P68871 '(he ICACGTTCACCTTGCCCCACAGGG cA GGG D22 Deletion Exon HEK293T Cells [T7E1 assay/Sequencing 23939622
CACGTTCACCTTGCCCCACAGGGCAGTAACGG
221 Homo sapiens ~ HBB P68871 Kfee CACGTTCACCTTGCCCCACAGGG CACGTTCACCTTGC CGG D15 Deletion Exon HEK293T Cells [T7E1 assay/Sequencing 23939622
CACGTTCACCTTGCCCCACAGGGCAGT
222 Homo sapiens  |HBB P68871 "he ICACGTTCACCTTGCCCCACAGGG CCACGTTCACCTTGCCCC T D9 Deletion Exon HEK293T Cells [T7E1 assay/Sequencing 23939622
CACGTTCACCTTGCCCCACAGGG
223 Homo sapiens  HBB P68871 Kfee CACGTTCACCTTGCCCCACAGGG CACGTTCACCTTGC - - - ACAGGG D3 Deletion Exon HEK293T Cells [T7E1 assay/Sequencing 23939622
CACGTTCACCTTGCCCCACAGGG
224 Homo sapiens  HBB P68871 Khe CACGTTCACCTTGCCCCACAGGG CACGTTCACCTTGCCC - - CAGGG D2 Deletion Exon HEK293T Cells [T7E1 assay/Sequencing 23939622
CACGTTCACCTTGCCCCACAGGG
225 Homo sapiens  |HBB P68871 '(he CACGTTCACCTTGCCCCACAGGG CACGTTCACCTTGCCC - ACAGGG D1 Deletion Exon HEK293T Cells [T7E1 assay/Sequencing 23939622
TTCATCCACGTTCACCTTGCCCCACAGGG
Homo sapiens  |HBB P68871 "he CACGTTCACCTTGCCCCACAGGG T- CATCCACGTTCACCTTGCCCCACAGGG D1 Deletion Exon HEK293T Cells [T7E1 assay/Sequencing 23939622





Figure S3. Screenshot depicting advanced search at the top and subsequent output at the bottom.
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Crispro0 P03496 23386978
Crispr0002 P09496 23386978
Crispro003 P09496 23386978
Crispr0004 P09496 23386978
Crispr0008 Q5FVSS 24598943
Crispr009 91U23 24508943





Figure S4.  Screenshot illustrating Crispr mapper analysis tool with output.
