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Supplementary Table S1: Occurrence of total annotated CDS by NCBI, predicted single exon genes in mammals using in-house Perl script and number of annotated pseudogenes binned. Percentage of predicted SEGs (Δ) as a function of total annotated CDS per genome.
SinEx DB: A Database for Single Exon Coding Sequences in Mammalian Genomes
Jorquera R., Ortiz R., Ossandon F., Cárdenas J.P., Sepúlveda R and Holmes D.S*.
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Species Name Total SEG ASEG Binned
CDS number | percentage | pseudogenes

Homo sapiens Human 35195 3128 8.9 217
Pan troglodytes Chimpanzee | 33726 3522 10.4 0
Macaca mulatta Monkey 29288 4713 16.1 3

Mus musculus Mouse 28789 4858 16.9 173
Rattus norvegicus Rat 19402 3355 17.3 0
Canis familiaris Dog 21894 2392 10.9 0
Equus caballus Horsc 20210 1953 9.7 0
Sus scrofa Pig 22663 2703 11.9 0
Bos taurus Cow 18577 2551 13.7 0
Monodelphis domestica Opossum 18410 2449 13.3 0





