Supplementary

Table S1 The comparison of the genetic diversity estimated by our research and previous reported study. 
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	Abbreviation
	Full name
	Domestic/Wild
	Pi*
	Pi reported in previous study(1)

	1
	JW
	Japanese White
	Domestic
	0.0043
	

	1
	WHHL
	Watanabe heritable hyperlipidemic
	Domestic
	0.0046
	

	1
	NZW
	New Zealand White
	Domestic
	0.0049
	

	2
	Oc.C
	Oryctolagus cuniculus cuniculus
	Wild
	0.0027
	

	2
	Oc.A
	Oryctolagus cuniculus algirus
	Wild
	0.0027
	

	3
	FG
	Flemish giant
	Domestic
	0.0026
	

	3
	REX
	REX
	Domestic
	0.0025
	

	3
	FA
	French Angora
	Domestic
	0.0026
	

	3
	AC
	Champagne d'Argent
	Domestic
	0.0026
	

	3
	FRW
	French Wild
	Wild
	0.0026
	

	3
	FL
	French lop
	Domestic
	0.0026
	

	3
	BH
	Belgian Hare
	Domestic
	0.0026
	

	4
	NZW
	New Zealand White
	Domestic
	0.0056
	~0.0026

	4
	BH
	Belgian Hare
	Domestic
	0.0058
	~0.0031

	4
	FL
	French lop
	Domestic
	0.0061
	~0.0038

	4
	FG
	Flemish giant
	Domestic
	0.006
	~0.0035

	4
	Dut
	Dutch
	Domestic
	0.0059
	~0.0038

	4
	AC
	Champagne d'Argent
	Domestic
	0.0061
	~0.004

	4
	FRW
	French Wild
	Wild
	0.0072
	~0.0060

	4
	IW
	Iberian Peninsula Wild
	Wild
	0.0084
	~0.0080

	Pi*: A commonly used measure of nucleotide diversity (2) .
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