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Figure S1. An example showing the online analysis of KWMTBOMO08141 in SGID. A is a snapshot 

of the search result for “transient receptor”. The result page lists correlated gene followed by 

links to gene details, genome browser, gene ontology and pathway, transcriptional analysis, 

epigenomic signal visualization, protein structure and population genetics analysis results. B is a 

snapshot of the gene detail page. Subcellular location of the gene is colored in red in a diagram 

following the basic information. C is the “summary” and “Ontology” parts in the detail page. D is 

a snapshot of the topology prediction in SGID. E is a CLR analysis figure generated by SGID 

genome browser with KWMTBOMO08141 marked by a focus bar colored in red. F is the 

expression of the gene in different tissues (PRJNA284192). M, male. F, female. Br, brain. ASG, 

anterior silk gland. AMSG, anterior middle silk gland. MMSG, middle middle silk gland. PMSG, 

post middle silk gland. PSG, post silk gland. G is the expression of the gene in the middle silk 

gland (PSG) of normal (control) and ecdysone oxidase overexpressed (eo) samples 

(PRJNA272381). H. A snapshot (partly displayed) of epigenomic signals at KWMTBOMO08141 in 4 

cell lines (EcR, H3K27ac, H3K4me1 and H3K4me3) treated with DMSO or 20E (PRJNA450142). 


