Supplementary Table 3. The proportion of genes that contain uORFs in the 5’UTR is much

greater for iIESR genes than rESR genes. We downloaded the number of uORFs in the 5’UTR

of 4149 genes from Lawless et al. [1]. Among 281 iESR genes, only 252 genes have uORFs
data. Among 585 rESR genes, only 450 genes have uORFs data. We found that the

proportion of genes that contain uORFs in the 5UTR is statistically greater for iESR genes

than rESR genes (p-value calculated by the two sample proportion test).

The proportion of genes
that contain uORFs in the
5'UTR of iESR genes
(denoted as prop1)

The proportion of genes that
contain uORFs in the 5’UTR

of rESR genes (denoted as

prop2)

p-value of claiming
prop1> prop2 (calculated
by two sample proportion
test)

11.90% (30/252)

4.89% (22/450)

5.677E-04
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