Supplementary Table 9. Annotations reported by PRID/GSLA for the top 250 transcriptionally changed genes.

Job Number: GSLA08076795617586

Cutoff used:

Q1: density >=0.015

Q2:p <=10.001

Meaning:

Q1: inter-geneset interaction density is greater than expected.

Q2: the observed interaction density can only be observed in the biologically correct interactome topology.
Categories selected: GO biological process

Species: Rattus norvegicus

Interaction dataset selected: PRID

#Subjob Number: GSLA08076795617586_0
#Description: #up-TOP250

#Quaried GeneSet: Mmp12, Ak4, Ankrd37, Fam65b, Kdm3a, Pygl, Zfp185, Aldoc, Ccl27, Gbel, Gpt, LOC100911625///Eno2, Nol4, P4hal, Baspl, Ctla2a, Ifi2712b, Nudt22, Spsbl, Arrdc3, LOC691807, Efemp2, Pdk1, Plod2, Rasdl, Tbl2, Ceacaml5, Plppl,
Vegfa, Dlcl, 11112, 1133, Ddit4, Asicl, Dpp3l/LOC678760///Dpp3, Stbdl, RGD1309104, Slc25a36, Acp5, Cd200, Slc35¢el, Ppplr3c, Bnip3, Nr4a3, Bhlhe40, Eginl, 1133, MlIt1 1, Narf, Pfkfb3, Rimklb, Tepl, Wwpl, Rebtb1, Recll, Grebll, Pgml, Gucala, Phtfl,
Vsir, Bell 1a, Casp6, Cdepl, Fam46a, Foxo3, Hk2, Kdr, Ndrgl, Pgml, Ppmlj, Prepl, Spidr, Cdcpl, Efemp2, Mmp9, Proser2, VIdlr, Gng2, Hspalb///Hspala, Mysml, Slc22a5, Ell, Grebll, Noct, Vwal, Erola, Hilpda, Il1rap, Klc4, Parp16, Scrnl, Mab2113, VIdIr,
P4ha2, Ddx50, LOC100911293///LOC691658///Aphlb, Rnf138, Vegfa, Abhd18, Efnal, Higdla, LOC102550354, Smtnl2, Zc3h7b, Cpm, Sec22b, Tiparp, LOC501445///Derll, Duspl, Adamts9, Eif2ak4, Higd1a, 1d3, Map3k8, Slc27al, Bnip3l, Fbinl, Insig2,
Mex3b, Nptx1, Ramp3, RGD1560795///Spr, RGD 1562037, Spsb1, Insigl, Insig2, Sphk1, Zfp503, Dnajbl, Tspo, Plau, Hp, Rnf125, Chptl, Clen3, Hmx 1, Clen3, Eifde3, Nfil3, Bnip31, Acvrll, Gprl, Synel, Prkeq, Acapl, Eif4ebp1, HItf, LOC100910685///Gcat,
Pard6b, Wnt4, Cpm, LOC100909732///Fam122b, Maff, Mat2b, Foxo4, Gpi, LOC100912399//Map3k1, Appll, Atp11b, Slc2al, Tceal9, Ber, Arl16, Gzf1, Cdknlb, Hagh, Hbpl, Rsrpl, VIdlr, Zap70, Arl16, LOC100910137///Triap1, Hspala, I12rb, Alkbh5, Comt,
Lrifl, Mmp9, Zmynd10, Rsrp1, Tspan33, LOC683062///Vdacl, Faslg, Erola, Prkag2, Voppl, Ndrgl, Prrcl, Zc3h7b, Scpepl, Entpd2, Lrrc8a, Crll, Hexb, Slc27a3, Arrde3, Kdm4b, LOC102553917, Entpd4, Prkag2, Ceng2, Dst, Ksrl, Pdkl,
LOC100911874///S1c40al, Belo, Dnmll, Rybp, Jmjd6, Bmt2, Hikeshi, Mnt, Slc6a8, Tomm?7, Pfkl, Asicl, Dnajc3, Tpgs2, Dtna, Fcna, Cited2, Dennd3, MlIt3, Khnyn, Dnajb9, Tspan31, Actnl, Cblb, Uppl, 1fi27, Slcl16a3, Kctd11, LOC100911642//LOC680835,
Plin3, Kazald1, Asicl, Lrgl, Pgkl, Surf4, Arhgap8, Ctsm, EgIn3, Xkr8, Mturn, Prrcl, Sqle, Clen3, TmemS59, Fizl, Clen3

Term type Term Description Termsize P value Density Interaction number Overlap gene number Overlap gene(s)  Interactions

Appll-RGD:2081|Appl1-RGD:708455|Arrdc3-RGD:2275|Comt-
RGD:1561742|Acap1-RGD:2081[Fox03-RGD:2081|Sec22b-RGD:620945|Sec22b-
RGD:2275|Egin1-RGD:2081|Fox04-RGD:2081|Vwal-RGD:2081Faslg-
RGD:620945|Faslg-RGD:2275|Dnajc3-RGD:1561742|Hbp1-RGD:2081[Hspala-
RGD:2081[S1c22a5-RGD:2081|Cblb-RGD:2275|Eif4ebp1-RGD:2081|Efnal-
RGD:620945|Efnal-RGD:2275|Casp6-RGD:620945|Casp6-RGD:620944|Casp6-
RGD:2275|Insigl-RGD:2081[S1c27al-RGD:1562113|Nr4a3-RGD:208 1|Nptx1-
RGD:1562113[Vopp1-RGD:2081Prrc1-RGD:2081|Pfkl-RGD:619922|Bcr-
RGD:2081|Cdkn1b-RGD:2275|V1dlr-RGD:708455[Nol4-RGD:2081|Dusp1-
RGD:2081|DIc1-RGD:2081

GO biological process GO:0097194  execution phase of apoptosis 12 3.00E-04 0.01504 37 0



Sqle-RGD:2192|Gpt-RGD:1306551|Fox03-RGD:3889|Sec22b-
RGD:1306551|Sec22b-RGD:2261|Erola-RGD:2192|Ndrg1-RGD:628774|Dnajc3-
RGD:620160|Cblb-RGD:1306551|Eif4ebp1-RGD:3889|K dm3a-RGD:3889|Tspo-
RGD:620352|Tspo-RGD:620160|Tspo-Bnip3|Tspo-RGD:628774|Tspo-
RGD:2192|Dnm11-RGD:1308080|Dnm11-RGD:620352|Dnm11-
RGD:620160Dnm11-RGD:628774|Dnm11-RGD:708558Dnm11-
RGD:727970Bnip3-RGD:1308080[Bnip3-RGD:1307023|Bnip3-RGD:3889|Bnip3-
RGD:620482[Bnip3-RGD:2261|Insigl -RGD:3889|Prkcq-RGD:3889|Prkeq-
RGD:621862|Prkcq-RGD:2261/Tomm7-RGD:1307023|Tomm7-
RGD:620160/Tomm7-Bnip3|Tomm7-RGD:708558Higd1a-RGD:620352[Higd 1 a-
RGD:2192[Higd1a-RGD:621862[Higd1a-RGD:708558Higd 1a-
RGD:727970Bnip31-RGD:1308080[Bnip31-RGD:620352[Bnip31-Bnip3|Slc27al-
RGD:708558|1133-RGD:620160|Clen3-RGD:2192|Zmynd10-RGD:2192|Zmynd10-
RGD:3889[Pdk1-RGD:708558|Pfkl-RGD:3889|EgIn3-RGD:3889|Prepl-
RGD:621862[Prepl-RGD:708558Bcl6-RGD:3889|Vegfa-RGD:1306551 Ell-
RGD:3889|Kdr-Bnip3[Kdr-RGD:2192|Kdr-RGD:3889]Actn1-RGD:2261|V1dlr-
RGD:1306551[VIdlr-RGD:708558Dnajb9-RGD:2192|Hk2-RGD:620352[Hk2-
Bnip3|Hk2-RGD:2192|Hk2-RGD:620482|Hk2-RGD:708558|Hk2-RGD:727970

regulation of mitochondrial
GO biological process GO:1902108 membrane permeability 19 0 0.01771 69 1 Bnip3
involved in apoptotic process

Bhlhe40-RGD:61928|Fox03-RGD:61928|Alkbh5-RGD:619831|Egin1-
RGD:61928|Hikeshi-RGD:619831|Faslg-RGD:619831|Hbp1-RGD:61928Mmp12-
RGD:2179|Kdm3a-RGD:61928[Tspo-Bnip3|Bnip3-RGD:631369Bnip3-

6 0 0.02195 27 1 Bnip3 RGD:61928Tomm7-RGD:1560038/ Tomm?7-Bnip3|Bnip31-Bnip3|Dnajb1-
RGD:61928|Wnt4-RGD:619831|Pdk1-RGD:61928|PfklI-RGD:61928|Egln3-
RGD:61928|Atp11b-RGD:2179|Vegfa-RGD:61928Kdr-Bnip3|Pgk1-
RGD:61928/Dnajb9-RGD:61928|Hk2-RGD:1560038|Hk2-Bnip3

GO biological process GO:0071279 Cellular response to cobalt

P4hal-Egln3|P4hal-RGD:3244(P4hal-P4ha2|P4ha2-P4hal|P4ha2-Egln3[P4ha2-
RGD:3244|P4ha2-RGD:631376|P4ha2-Egln1|Alkbh5-RGD:3244|Erola-
peptidyl-proline P4hal|Egln3|Erol RGD:1563548[Ero1a-RGD:3244[Egin1-Egn3[Egin1-RGD:3244[Egin1-
GO biological process GO:0018401 hydroxylation to 4-hydroxy- 9 0 0.01571 29 5 alP4ha2[Egin RGD:631376|Egln1-P4ha2|Dnajc3-RGD:620043|Surf4-RGD:3244|Imjd6-
L-proline P4hal|Jmjd6-Egln3|Dnm11-Egln3[Dnm11-RGD:631376|EgIn3-P4hal|Egln3-
RGD:631376|Egin3-P4ha2|Egln3-Egln1|Dnajb9-ErolalPlod2-P4hal|Plod2-
RGD:3244|Plod2-P4ha2

Sqle-RGD:2192|Gpt-RGD:1306551|Fox03-RGD:3889|Sec22b-
RGD:1306551[Erola-RGD:2192[Vwal-RGD:3718Ndrg1-RGD:628774|Dnajc3-
RGD:620160Dnajc3-RGD:3718|Cblb-RGD:1306551|Eifdebp1-RGD:3889|K dm3a-
RGD:3889(Tspo-RGD:620160[Tspo-Bnip3|Tspo-RGD:621252|Tspo-
RGD:628774|Tspo-RGD:2192|Dnm11-RGD:620160|Dnm11-RGD:621252|Dnm11-
RGD:628774Dnm11-RGD:727970[Bnip3-Bnip31Bnip3-RGD:1307023Bnip3-
RGD:3889HItf-RGD:621725|Insig]1-RGD:3889|Prkcq-RGD:3889|Prkeq-
. . . positive regulation of . . RGD:621862|Tomm7-Bnip3[Tomm7-RGD:1307023|Tomm7-RGD:620160|Tomm?7-

GO biological process - GO:1905710 b - e permeability 20 0 00156 64 2 Boip3Bnip3 g o3 Higd1a-RGD:628670Higd 1a-RGD:2192[Higd 1a-RGD:621862 Higd I a-
RGD:727970Bnip31-Bnip3|Bnip31-RGD:621252[1133-RGD:620160|Clcn3-
RGD:2192[Hp-RGD:621252|Zmynd10-RGD:2192|Zmynd10-RGD:3889|Pdk1-
RGD:727940P{kl-RGD:3889|EgIn3-RGD:3889|Prepl-RGD:621862Ber-
RGD:621725|Bcl6-RGD:3889|Vegfa-RGD:1306551|Vegfa-RGD:621252|Ell-
RGD:3889|Kdr-Bnip3|Kdr-RGD:621252[Kdr-RGD:2192|Kdr-RGD:3889|V1dIr-
RGD:1306551|Dnajb9-RGD:2192|Hk2-Bnip31Hk2-Bnip3[Hk2-RGD:628670[Hk2-
RGD:2192[Hk2-RGD:727970|Eif2ak4-RGD:621252



Appl1-RGD:1307222|Appl1-RGD:1561168|Alkbh5-RGD:69400|Alkbh5-
RGD:69436/Sec22b-RGD:69400[Sec22b-RGD:62060|Sec22b-RGD:1561168|Egin1-
RGD:69436[Hikeshi-RGD:69436|F ox04-RGD:62060|Pfkfb3-RGD:69436|Pfkfb3-
RGD:1307222[Hspala-RGD:69329Mllt11-RGD:69400|Eif4ebp1-
RGD:69436/AcpS5-Dnm1][Tspo-RGD:621460|Dnm11-RGD:628843|Dnm11-
RGD:69400|Dnm11-RGD:708423|Dnm11-RGD:69436Dnm11-
RGD:1307222|Dnm11-RGD:1561168|Bnip3-RGD:628843Bnip3-

GO biological process G0O:0048311 mitochondrion distribution 17 1.00E-04 0.0152 53 1 Dnmll RGD:621460Bnip3-RGD:69329|Bnip3-RGD:1561168|Slc35¢1-
RGD:62060/Tomm7-RGD:628843|Tomm7-RGD:621460|Tomm7-
RGD:1561168|Higd1a-RGD:621460[Bnip31-RGD:69329|Nr4a3-Dnm11Nr4a3-
RGD:3091Nptx1-RGD:708423|Vopp1-RGD:62060|Scrn1-Dnm11[Pdk1-
RGD:62060Noct-Dnm11[Pfkl-RGD:62060|Egin3-Dnm11[Egin3-RGD:1306110Bcr-
RGD:1561168[Kdr-RGD:1561168|Actn1-Dnm11[VIdlr-Dnm11Hk2-
RGD:628843|Hk2-Dnm11Hk2-RGD:69400[Hk2-RGD:621460Hk2-
RGD:62060[Hk2-RGD:69436

Appl1-RGD:2081|[11rap-RGD:735043|Comt-RGD:735043|Acap1-
RGD:2081|Fox03-RGD:2081|Sec22b-RGD:735043|Egin1-RGD:208 1|Hagh-
RGD:2301|Fox04-RGD:2081|Vwal-RGD:2081|Faslg-RGD:2301[Hbp1-

cellular response to oxidised RGD:2081|Id3-RGD:2301[Hspala-RGD:2081|Hspala-RGD:3870/MlIt1 1-
GO biological process G0O:0140052 low-density lipoprotein 10 1.00E-04 0.01707 35 0 RGD:3870|S1c22a5-RGD:2081|Slc2al-RGD:2301|Eif4ebp1-RGD:2081|Fcna-
particle stimulus RGD:3870Jmjd6-RGD:2301|Insigl-RGD:2081|Higd1a-RGD:2301|S1c27al-

RGD:2301[Nr4a3-RGD:2081|Clen3-RGD:3870[Vopp1-RGD:2081[Prrcl-
RGD:2081[Pfkl-RGD:735043|Bcr-RGD:2081|Ak4-RGD:2301[VIdlr-
RGD:2301|Nol4-RGD:2081|Dusp1-RGD:2081|DIc1-RGD:2081

Sqle-RGD:2192|Bhlhe40-RGD:2943|Fox03-RGD:3889|Foxo03-
RGD:620103|Sec22b-RGD:628847|Sec22b-RGD:2200[Ero1a-RGD:2192[Pfkfb3-
RGD:1306668Ndrg1-RGD:2288Dnajc3-RGD:620160Mmp12-RGD:2179Hspala-
RGD:70984|Slc2al-RGD:628847Eif4ebp1-RGD:1306668|Eif4ebp1-
RGD:3889|Kdm3a-RGD:3889]AcpS5-Dnm11[Tspo-RGD:620160[Tspo-
RGD:2192[Tspo-RGD:620103|Dnm11-RGD:70984|Dnm11-RGD:1306668Dnm11-
RGD:621635Dnm11-RGD:620160/Dnm11-RGD:1310230[Dnm11-RGD:2200|Bnip3-
RGD:1306668Bnip3-RGD:1310230[Bnip3-RGD:3889|Vsir-RGD:620103[Insigl-
release of cytochrome ¢ from RGD:3889|Prkcq-RGD:70984[Prkcq-RGD:3889|Prkcq-RGD:2943|Tomm?7-
mitochondria 2 4.00E-04 001574 71 ! Dnmll RGD:621635|Tomm7-RGD:620160Higd1a-RGD:2192|Bnip31-RGD:2200[Insig2-
RGD:1306668|Adamts9-RGD:2199Nr4a3-Dnm11[Nr4a3-RGD:628847Nr4a3-
RGD:2943[Bcll 1a-RGD:2199|1133-RGD:620160|Clen3-RGD:2192|Clen3-
RGD:2200|Scrn1-Dnm11[Zmynd10-RGD:628847|Zmynd10-RGD:2192|Zmynd10-
RGD:3889|Zmynd10-RGD:2199|Pdk1-RGD:3732|Noct-Dnm11[Pfkl-
RGD:3889|EgIn3-Dnm11[Egln3-RGD:3889|EgIn3-RGD:2943|Atp1 1b-
RGD:2179|Cited2-RGD:2943|Bcl6-RGD:3889[Ell-RGD:3889K dr-RGD:2192|Kdr-
RGD:3889|Actn1-Dnm11|VIdlr-Dnm11Dnajb9-RGD:70984|Dnajb9-RGD:2192|Hk2-
Dnmll[Hk2-RGD:2192|Eif2ak4-RGD:70984

GO biological process GO:0001836



Bhlhe40-RGD:61928|Fox03-RGD:61928|Egin1-RGD:61928|EgIn1-
RGD:68337Ptkfb3-Hk2|Hbp1-RGD:61928Mmp12-RGD:68337|Hspala-
RGD:1305648|Gpi-Hk2Mat2b-Hk2|Kdm3a-RGD:61928Mmp9-RGD:68337|Tspo-
Bnip3|Tspo-Hk2[Tspo-RGD:2181|Tspo-Tomm7|Dnm11-RGD:628843|Dnm11-
RGD:71006|Dnm11-RGD:1309944|Dnm11-Hk2|Dnm11-RGD:1305769|Bnip3-
RGD:628843Bnip3-RGD:61928|Bnip3-RGD:1309944 Bnip3-Hk2[Bnip3-
RGD:1305769|Bnip3-Tomm7|Slc35e1-Hk2|S1c35¢1-RGD:68337Tomm7-

9 positive regulation of 18 0 001707 63 3 Bnip3|Hk2[Tomm RGD:628843|Tomm7-RGD:1589149|Tomm7-RGD:1594738|Tomm7-Bnip3|Tomm7-

autophagy of mitochondrion 7 RGD:1309944|Tomm7-Hk2|Tomm7-RGD:1305769|Tomm7-RGD:2181|Bnip3I-

Bnip3Bnip31-Hk2|Bnip31-RGD:1305769Bnip3l-Tomm?7|Dnajb1-
RGD:71006/Dnajb1-RGD:61928|Vopp1-RGD:68337|Scrn1-Hk2[Pdk1-
RGD:61928|Prrc1-RGD:68337Pfkl-RGD:61928|Pfkl-Hk2|Pfkl-RGD:68337|Egln3-
RGD:61928|Vegfa-RGD:61928|Vegfa-RGD:68337|Kdr-Bnip3[Pgk1-
RGD:61928/Dnajb9-RGD:61928|Hk2-RGD:628843|Hk2-Bnip3|Hk2-
RGD:1305769|Hk2-RGD:68337/Hk2-Tomm7|Hexb-RGD:1589149|Ksr1-
RGD:71006

GO biological process GO:190359

P4hal-RGD:3244|P4hal -P4ha2|P4ha2-P4hal|P4ha2-RGD:735150[P4ha2-
RGD:3244|Alkbh5-RGD:3244|Ero1a-RGD:3244[Egln1-RGD:735150|Egln1 -
RGD:3244|FEgln1-P4ha2|Surf4-RGD:3244|Tmjd6-P4hal [Egin3-P4hal|[Egln3-
P4ha2|Plod2-P4hal [Plod2-RGD:3244[Plod2-P4ha2

GO biological process GO:0016222  Procollagen-proline 4-

. 4 0 0.02073 17 2 P4hal [P4ha2
dioxygenase complex

Pygl-RGD:628899|Narf-Tspo|Foxo3-RGD:3889|Sec22b-RGD:628899|Sphk1-
RGD:619956|Faslg-RGD:620018Ndrg1-RGD:620018Ndrgl-RGD:621872|SIc2al-
RGD:61912[Eif4ebp1-RGD:3889|Kdm3a-RGD:3889|Jmjd6-Tspo|Tspo-Bnip3|Tspo-
RGD:621252|Dnm11-RGD:621252|Dnm11-RGD:621872Bnip3-Tspo|Bnip3-
RGD:3889Map3k8-RGD:1310158|Insig1-RGD:3889(Prkcq-RGD:3889|Tomm?7-
Tspo|Tomm?7-Bnip3|Bnip31-Bnip3|Bnip31-RGD:621252|1133-RGD:628899|Clcn3-
RGD:621872Hp-RGD:621252[Parp16-RGD:628899|Zmynd10-RGD:3889|Pfkl-
RGD:3889|EgIn3-RGD:3889|Prepl-Tspo|Zap70-RGD:1310158Bcl6-
RGD:3889|Vegfa-RGD:621252[Ell-RGD:3889|K dr-Bnip3|Kdr-RGD:621252[K dr-
RGD:3889[Hk2-Tspo|Hk2-Bnip3|Eif2ak4-RGD:621252

0 positive regulation of

GO biological process GO:001094 necrotic cell death

13 0 0.01613 43 2 Tspo|Bnip3

P4hal-Egln3[P4hal-RGD:3244|P4hal-P4ha2[P4ha2-P4hal|[P4ha2-
RGD:735150|P4ha2-Egln3|P4ha2-RGD:3244|P4ha2-RGD:631376|P4ha2-
peptidyl-proline 4- 7 0 001951 28 4 P4hal|Egin3|P4ha Egln1|Alkbh5-RGD:3244[Erola-RGD:3244|Egin]1-RGD:735150(Egln1-Egln3[Egln1-
dioxygenase activity ’ 2|Eginl RGD:3244|Egin1-RGD:631376|Egin1-P4ha2|Surf4-RGD:3244|Imjd6-P4hal|Tmjd6-
EgIn3|Dnm1l-Egln3|Dnm11-RGD:631376|EgIn3-P4hal|[Egin3-RGD:631376|Egln3-
P4ha2[Egin3-Egin1[Plod2-P4hal |Plod2-RGD:3244[Plod2-P4ha2

GO biological process G0O:0031545



ApPPIL-KULD:02U33 L|INarT- ISPOJATTACS-KU D23 21 145> [Comi-KUD: 13U/ /> 1 [Lomt-
RGD:2321145|Comt-RGD:1306191|Bhlhe40-RGD:69423|Bhlhe40-
RGD:61928[Fox03-RGD:61928|Fox03-RGD:3889|Egin1-RGD:61928|Egin1-
RGD:68337Pfkfb3-Hk2|Faslg-RGD:620351|Hbp1-RGD:61928Mmp12-
RGD:2321145Mmp12-RGD:68337[Hspala-RGD:1305648MlIt11-
RGD:621575|Gpr1-RGD:619839|Slc2al-RGD:2321145|Gpi-RGD:1307949|Gpi-
Hk2|Mat2b-Hk2|Eif4ebp1-RGD:3889|Kdm3a-RGD:61928 Kdm3a-
RGD:3889|Ceng2-RGD:620351|Fcna-RGD:2321145Mmp9-RGD:68337|Imjd6-
Tspo|Acp5-Dnm1][Tspo-RGD:621575[Tspo-Bnip3|Tspo-Hk2|Tspo-RGD:2181|Tspo-
Tomm7|Dnm11-RGD:628843|Dnm11-RGD:71006|Dnm11-RGD:1309944|Dnm11-
RGD:621575Dnm11-Hk2[Dnm11-RGD:1305769Bnip3-RGD:628843|Bnip3-
Bnip31Bnip3-RGD:1309944[Bnip3-Tspo|Bnip3-RGD:61928 Bnip3-Hk2Bnip3-
RGD:1305769|Bnip3-RGD:3889|Bnip3-Tomm?7|Slc35¢1-Hk2|Slc35¢1-

. Bnip3][Tspo[Dnm .
. . . regulation of autophagy of . RGD:68337[Insigl-RGD:3889|Prkcq-RGD:620351|Prkecq-RGD:1306882[Prkeq-
GO biological process - GO:1903146 -, 0 1 drion 38 0 001643 128 6 rljfmﬂ HI2[Tom ¢ 113889 Tomm7-RGD+628843 Tomm?-Bnip3[Tomm?7-RGD: 1 309944[Tomm?-

RGD:1560038|Tomm7-Tspo/Tomm7-RGD:1589149|Tomm?7-
RGD:1560364|Tomm7-RGD:1594738|Tomm7-Bnip3|Tomm7-Hk2|[Tomm?7-
RGD:1305769|Tomm7-RGD:2181Bnip31-RGD:620351Bnip31-
RGD:621575|Bnip31-Bnip3[Bnip31-Hk2Bnip31-RGD:1305769|Bnip31-
Tomm?7|Dnajb1-RGD:71006/Dnajb1-RGD:61928|Nr4a3-RGD:69423Nr4a3-
RGD:620351Nr4a3-Dnml11[Bcll1a-RGD:1307751[1133-RGD:620351|1133-
RGD:2321145|Clen3-RGD:621575Vopp1-RGD:68337|Scrn1-Dnm1]|Scrnl-
Hk2|Parp16-RGD:620351|Parp16-RGD:621575(Zmynd10-RGD:3889|Pdk1-
RGD:61928|Noct-Dnm11[Prrc1-RGD:68337|PfklI-RGD:61928|PfkI-Hk2|P fkl-
RGD:3889|Pfkl-RGD:68337[Egin3-Dnm11[EgIn3-RGD:61928|EgIn3-
RGD:3889|Prepl-Tspo|Prepl-RGD:621575|Bcl6-RGD:3889|Vegfa-
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RGD:628841|Arrdc3-RGD:628841|Arrdc3-RGD:9292348|Arrdc3-RGD:2866|I11r2-
RGD:2901[111r2-RGD:68371|Comt-RGD:628841|Acap1-RGD:2081Bhlhe40-
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RGD:2081|Higd1a-RGD:2301|S1c27al-RGD:2301|Nr4a3-RGD:2081|Bcll 1 a-
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RGD:628847|Sec22b-RGD:620817|Sec22b-RGD:2258|Sec22b-
RGD:631409/Sec22b-RGD:631441|Erola-RGD:2192|Egln1-RGD:2259|Egln1-
RGD:631409[Egin1-RGD:2081|Sphk1-RGD:1562046|Sphk1-RGD:2258|Sphk -
RGD:2257|Hikeshi-RGD:2259|Fox04-RGD:2081|Vwal-RGD:2081Ptkfb3-
RGD:2259|Pfkfb3-RGD:1306668|Ptkfb3-Hk2|Faslg-RGD:1598163[Faslg-
RGD:1303260|Faslg-RGD:1307279|Faslg-RGD:1303022[Faslg-RGD:631441|Faslg-
RGD:1303049|Faslg-RGD:1562440[Faslg-RGD:1303219|Ndrg1-RGD:3980[Ndrg1-
RGD:621801Ndrgl1-RGD:621656Ndrg1-RGD:621741|Dnajc3-
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RGD:1307279|S1c2al-RGD:1303022|Gpi-Hk2[Mat2b-Hk2|Eifdebp1-
RGD:1306668|Eif4ebpl-RGD:2081Ramp3-RGD:628619|Rasd1-
RGD:1562440|Efnal-RGD:2257|Fcna-RGD:2257|Jmjd6-Tspo|Tspo-
RGD:620160[Tspo-RGD:2192[Tspo-Hk2|Dnm11-RGD:628843|Dnm]11-
RGD:620160Dnm11-RGD:2259|Dnm11-RGD:2258 Dnm11-RGD:2257|Dnm11-
RGD:1310230Dnm11-RGD:62391|Dnm11-RGD:1306668Dnm11-
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GO biological process GO:0051541 elastin metabolic process 6 6.00E-04 0.01544 19 1 Mmpl2 Mmp12|AcpS5-RGD:3000/Bnip3-RGD:61928|Dnajb1-RGD:61928|1133-
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