
CorkOakDB - The Cork Oak Genome Database Portal

Cirenia Arias-Baldrich1,5*, Marta Contreiras Silva2*, Filippo Bergeretti2, Inês Chaves2,3, Célia Miguel3,4, Nelson Saibo2, Daniel Sobral1,6, Daniel Faria1,7**, Pedro M. Barros2**

Supplemental Material

Supplemental Table S1. Top 10 BLASTp hits and corresponding E-value obtained for AtMYB39 and AtMYB92 homology searches on cork oak predicted proteins database. The gene ID and description was further retrieved using the CorkOakDB Polypeptide Search menu. 
	
	BLAST Hit
	E-value
	Gene ID
	Description

	MYB39
(AT4G17785) 
	[bookmark: _heading=h.gjdgxs]XP_023923310.1
	1.703E-84
	LOC112034724
	transcription factor MYB41

	
	XP_023894664.1
	7.927E-76
	LOC112006609
	transcription factor MYB53

	
	XP_023918909.1      
	1.496E-72
	LOC112030452
	transcription factor MYB93

	
	XP_023921866.1
	2.519E-71
	LOC112033310
	transcription factor MYB93-like

	
	XP_023921864.1      
	2.519E-71
	
	

	
	XP_023877052.1
	2.308E-69
	LOC111989495
	transcription factor MYB102-like

	
	XP_023893622.1
	4.534E-68
	LOC112005568
	transcription factor MYB16-like

	
	XP_023893623.1
	7.107E-68
	
	

	
	XP_023921729.1
	2.008E-67
	LOC112033181
	transcription factor MYB102-like

	
	XP_023886483.1 
	[bookmark: _GoBack]1.847E-66
	LOC111998628
	transcription factor MYB106-like

	MYB92
(AT5G10280)
	XP_023921866.1
	2.749E-104
	LOC112033310
	transcription factor MYB93-like

	
	XP_023921864.1
	2.749E-104
	
	

	
	XP_023918909.1
	4.245E-99
	LOC112030452
	transcription factor MYB93

	
	XP_023894664.1
	4.356E-87
	LOC112006609
	transcription factor MYB53

	
	XP_023923310.1
	3.591E-81
	LOC112034724
	transcription factor MYB41

	
	XP_023877052.1
	1.806E-72
	LOC111989495
	transcription factor MYB102-like

	
	XP_023892688.1 
	3.287E-72
	LOC112004686
	transcription factor MYB41-like

	
	XP_023893622.1
	1.683E-71
	LOC112005568
	transcription factor MYB16-like

	
	XP_023893623.1
	2.439E-71
	
	

	
	XP_023921729.1
	2.676E-71
	LOC112033181
	transcription factor MYB102-like




[image: ]
Supplemental Figure S1. Example from the annotation file with structural modifications highlighted in red. 
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##sequence-region NW_019805524.1 1 1672
##species https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=58331
NW_019805524.1 RefSeq region 1 1672 .+

ID=NW_019805524.1:1..1672; Dbxref=taxon:58331 ; Name=Unknown; chromosome=Unknown; country=Portugal :Montargil;g
bkey=Src; genome=genomic;isolate=HL8;mol_type=genomic DNA;tissue-type=leaves
NW_019805524.1 Gnomon gene 800 1193 . - . ID=gene-
LOC112032122; Dbxref=GenelID:112032122; Name=L0C112032122; gbkey=Gene; gene=L0C112032122; gene_biotype=protein_c
oding;partial=true;start_range=.,800;Product=putative serine carboxypeptidase-like 53;Type=gene
NW_019805524.1 Gnomon transcript 800 1193 . — . ID=rna-XM_024067961.1;Parent=gene-
LOC112032122; Dbxre f=GeneID:112032122, Genbank : XM_024067961 .1 ; Name=XM_024067961 .1 ; gbkey=mRNA; gene=L0C1120321
22;model_evidence=Supporting evidence includes similarity to: 1 Protein;partial=true;product=putative
serine carboxypeptidase-like 53;start_range=.,800;transcript_id=XM_024067961 .1 ; Type=mRNA
NW_019805524.1 Gnomon exon 800 1193 . - . ID=exon-XM_024067961.1-1;Parent=rna—
XM_024067961 .1 ; Dbxref=GeneID:112032122, Genbank : XM_024067961 .1 ; gbkey=mRNA; gene=L.0C112032122; partial=true;pr
oduct=putative serine carboxypeptidase-like 53;start_range=.,800;transcript_id=XM_024067961 .1
NW_019805524.1 Gnomon CDS 800 1193 . - © ID=cds-XP_023923729.1;Parent=rna-
XM_024067961 .1 ; Dbxref=GenelD:112032122,Genbank : XP_023923729.1 ; Name=cds—
XP_023923729.1; gbkey=CDS; gene=L0C112032122; partial=true;product=putative serine carboxypeptidase-like
53; protein_id=XP_023923729.1;start_range=., 800
NW_019805524 .1 Gnomon polypeptide 800 1193 . - © ID=polypeptide-XP_023923729.1;Parent=rna-
XM_024067961 .1, gene—
LOC112032122; Dbxref=GenelID:112032122, Genbank : XP_023923729.1 ; Name=XP_023923729.1 ; gbkey=CDS ; gene=L0C11203212
2;partial=true;product=putative serine carboxypeptidase-like
53; protein_id=XP_023923729.1;start_range=.,800;Description=(...)




