Table S8. Annotations produced by the HIR 2013/GSLA for downregulated genes.

Job Number: GSLA12289154420552

Cutoff used:

Q1: density >=0.01

Q2: p <=0.0005

Meaning:

Q1 inter-geneset interaction density is greater than expected.

Q2: the observed interaction density can only be observed in the biologically correct interactome topology.
Categories selected: GO biological process

Species: Homo sapiens

Interaction dataset selected: HIR

#Subjob Number: GSLA12289154420552_0
#Description: #top100-HIR

#Quaried GeneSet: MVB12B, EHD4, APOL3, IRF8, CXCL11, L2ZHGDH, TLR7, CXCL9, TOMMS5, CXCL10, STX17, POMP, CLUAP1, C21orf91, UTP6, TOMM34, SLC31A2, C190rf12, NXF1, WARS, SYCP1, ISCA1, ARHGAP27,
PAPD7, TXK, TNFSF10, CYP51A1, SLC38A5, WARS, RNF114, ALPK1, CYP7B1, GAD1, RAB31, HES4, ADAM19, HARS, WDFY2, SP100, CNDP2, C1QB, MASTL, HRASLS2, IGF2R, SLFN12, PELO, IFIT2, SFT2D2, CSTF3,
PUS7, HMGCS1, RTP4, PLA1A, SBK1, SRSF4, ISCA1, RGLI, IFIT3, UGGT2, OASL, IFITM2, CD38, LILRA6, IFITM1, BATF2, DOPEY 1, CSTF3, TSPAN13, PSMB10, C170rf67, IFIT1, RBMS2, IF127, SCYL3, CKAP4,
CEACAMI, HSH2D, NUP205, ZNF438, MT2A, LYN, CHRNBI1, ELMO2, ACSL1, STATI1, FAM111A, CCLS, IDO1, RSAD2, FGL2, SP140, EFR3A, CGNLI, N4BP2L2, CLEC2D, KPNAS, RUNX3, TMEM97, QPRT, APOBEC3G
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