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Supplementary Table 1. Example output from the Annotate Gene tool showing the hits for putative plastic-degrading proteins. The input data was a cutinase from Fusarium verticillioides.
	Query Sequence
	DB Hit ID Number
	Percent Identity
	E-value
	Enzyme Type
	Species
	Plastic
	Secreted

	00009
	00009
	100.0
	1.5e-168
	Cutinase
	Fusarium verticillioides
	PCL
	Yes

	00009
	00008
	98.7
	1.6e-165
	Cutinase
	Fusarium verticillioides
	PCL
	Yes

	00009
	00092
	93.5
	1.6e-135
	Cutinase
	Fusarium solani
	PMCL
	Yes

	00009
	00075
	76.7
	1.3e-115
	Cutinase
	Fusarium oxysporum
	PCL
	Yes

	00009
	00075
	76.7
	1.3e-115
	Cutinase
	Fusarium oxysporum
	PET
	Yes
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Supplementary Figure 1. Example graph output from the Annotate Gene tool. It plots the number of hits (which means the number of proteins in the inputted genome similar to proteins proposed to degrade a specific plastic) per plastic-type. The input data was a cutinase from Fusarium verticillioides.


2

image1.png
@
S

R
s 3

SHY Jo JaquinN

o
S

PMCL

Plastic




