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Description:

The supplementary figures S2A-F (phylum-species level) are generated in present study by the reanalysis of the FTHFS amplicon sequence data
from the study by Singh et al. (2021).
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FTHFS-community: Order Relative Abundance (> 1 %)
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FTHFS-community: Family Relative Abundance (> 1 %)
GR1
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FTHFS-community: Species Relative Abundance (> 1 %)
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