
	Persona
	I Want To [Perform Some Task]
	So That I Can [Achieve Some Goal]
	Priority

	clinician-scientist, bench scientist
	learn about the existence of available NF resources
	use them in my research
	High

	clinician-scientist, bench scientist, bioinformatician, funder
	understand the reliability of NF resources
	better interpret publications that use these resources
	High

	clinician-scientist, bench scientist, bioinformatician, funder
	search for resources using synonyms, attributes, keywords related to the resources
	find resources more easily when I (at least sort of) know what I am looking for
	High

	clinician-scientist, bench scientist, bioinformatician, funder
	explore resources using clickable charts or other filters
	find resources more easily when I have no idea what resource I specifically am looking for
	High

	clinician-scientist, bench scientist
	share information about resources that i have generated
	help the community use my resource or better understand my resource
	High

	clinician-scientist, bench scientist
	share information about resources that i have used
	help the community use my resource or better understand my experience using a particular resource
	High

	clinician-scientist, bench scientist, bioinformatician
	cite one or more resources using a standard ID (e.g. RRID)
	better communicate what resource I used in my research summaries
	High

	clinician-scientist, bench scientist, bioinformatician
	copy and paste or download the publication citation for a particular resource
	cite it in my work
	High

	clinician-scientist, bench scientist, bioinformatician
	find the publications that use or develop this resource
	understand how to recapitulate the model or use the model most effectively
	High

	clinician-scientist, bench scientist, bioinformatician
	view animal model observations (free text) on a timeline where birth t=0 (should include embryonic phenotypes too)
	understand when phenotypes or other observations arise before or after birth
	High

	clinician-scientist, bench scientist, bioinformatician
	know who submitted a particular record
	follow up with them for more information
	High

	clinician-scientist, bench scientist
	find out which disease models (cell lines, animals) have a particular tumor (or other phenotype)
	obtain the model and study that tumor type (or other phenotype) in my research
	Medium

	clinician-scientist, bench scientist, bioinformatician
	find out what NF1, NF2, SPRED1, TP53, SUZ12...mutations a disease model has (or not)
	so that I know if the model has a genetic mutation I am interested in studying
	Medium

	clinician-scientist, bench scientist, bioinformatician
	Find out whether disease model uses a mutation seen in patients
	so that I can determine the medical relevance of a mutation
	Medium

	clinician-scientist, bench scientist, bioinformatician
	rate a resource (stars, upvote/downvote, etc)
	so that I can provide feedback on the utility of a resource
	Medium

	clinician-scientist, bench scientist
	Find information on what the model has been used for (e.g. mechanism research, particular type of therapy testing)
	so that I can find models for my research use-case
	Medium

	clinician-scientist, bench scientist
	Learn more about a particular resource.
	so that I can better understand what a model is used for and what properties it has.
	Medium

	clinician-scientist, bench scientist, bioinformatician
	remain anonymous when submitting information
	can provide honest information on a particular model without fear of retribution
	Low

	clinician-scientist, bench scientist, bioinformatician
	find a resource in vendor database or get contact information for the resource
	purchase or request them for use in the lab
	Low

	funder
	have an overview of what NF resources have been generated by the community
	better strategize future investments
	Low

	clinician-scientist, bench scientist, bioinformatician
	find data in the NF Data Portal that uses my resource of interest
	so that I can see if someone has already done the experiment I am considering, or acquire preliminary data related to my resource of interest
	Low



Supplemental Table 1 - User stories for the Neurofibromatosis Research Tools Database. We developed user stories for four user types: clinician-scientists, bench scientists, bioinformaticians, and funders. Each user story takes the form of “I want to [Perform Some Task],” followed by “So That I Can [Achieve Some Goal]”. For example - “As a clinician scientist, I want to learn about the existence of available NF tools so that I can use them in my research.” We then prioritized these tasks based on feasibility and the expected impact to the widest number of personas, and then used this ranked list of user stories to aid in development of the data model (i.e., what data were required to support a particular user story) and design of the app (i.e., what features should be included to support a particular user story). 
