Table S6:distribution and taxonomic affiliation of the 5 most abundant OTUs having a cultured representative. The OTUs specific of the trench are highlighted in red.
	OTU ID
	1A
	1O
	3A
	3O
	4A
	4O
	8A
	8O
	10A
	10O
	12A
	12O
	13A
	13O
	14A
	14O
	20A
	20O
	taxonomic affiliation

	4057260
	0.06
	0.01
	0.26
	6.97
	0.00
	0.01
	0.01
	0.01
	0.24
	0.73
	0.57
	1.28
	0.00
	0.00
	0.66
	0.00
	0.33
	0.41
	Proteobacteria;Betaproteobacteria;Burkholderiales;Burkholderiaceae;Burkholderia

	125947
	0.04
	0.01
	0.03
	0.09
	0.01
	0.02
	0.01
	3.43
	0.00
	0.06
	0.33
	0.01
	0.07
	0.00
	0.02
	0.02
	0.01
	0.00
	Proteobacteria;Betaproteobacteria;Burkholderiales;Burkholderiaceae;Burkholderia

	573135
	0.38
	0.33
	0.23
	2.90
	0.44
	0.20
	0.08
	0.44
	0.10
	0.26
	0.60
	0.32
	0.11
	0.02
	0.65
	0.25
	0.26
	0.15
	Proteobacteria;Alphaproteobacteria;Rhizobiales;Bradyrhizobiaceae;Bradyrhizobium

	156722
	0.00
	0.00
	0.02
	0.05
	0.00
	0.00
	0.00
	0.08
	0.04
	0.04
	0.25
	0.07
	0.01
	0.00
	0.77
	0.36
	0.12
	0.21
	Proteobacteria;Betaproteobacteria;Burkholderiales;Burkholderiaceae;Burkholderia

	196652
	0.03
	0.00
	0.62
	0.21
	0.00
	0.00
	0.00
	0.27
	0.06
	0.71
	0.13
	0.04
	0.02
	0.00
	0.05
	0.17
	0.02
	0.05
	Proteobacteria;Betaproteobacteria;Burkholderiales;Burkholderiaceae;Burkholderia
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