
 
 
Supplementary Fig. 3: Neighbor-joining clustering of the nucleotide-binding domain of the 

predicted NLR protein sequences of the loci Run1.2, Run2.2 and Run1/Rpv1 (Feechan et al., 2013). 

 

0.1
Subsitutions

per site

NBS
CC-NBS
TIR-NBS

RPW8-NBS-LRR

NBS-LRR
CC-NBS-LRR
TIR-NBS-LRR

NLR classes

RPW8-NBS

Run1.2a – Chr 12 Hap 1

Run2.2 – Chr 18 Hap 1
Chr 18 Hap 2

M. rotundifolia Trayshed

Run1.2b – Chr 12 Hap 2

Run1/Rpv1 – Chr 12
M. rotundifolia G52

1 2

M
rR

P
V

1

M
rR

U
N

1

3


