Table S7 Regions of Shared Ancestry Identified Using Mouse Genomes Project SNP Data

Mismatched Shared Uniquely

Number  Strains with region of
QTL Chr Start End Range SNPs SNPs Shared SNPs
of SNPs  shared ancestry

n % n % n %
C57BL/6)
Mcvg4 7 110959072 111086522 127450 3499 NOD/HilLtJ 27 0.8 3472 99.2 1455 41.6
NZO/ShiLt)
Mcvg5 14 20453181 22963216 2510035 35931 12951/SvimJ NOD/HilLtJ 457 1.3 35,474 98.7 619 1.7
A/l
Moq1 1 92803891 92970550 166659 3357 76 2.3 3281 97.7 9 0.3
WSB/EiJ
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