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Ptt — Pyrenophora teres f. teres

Sn — Stagonospora nodorum

Mg — Mycosphaerella graminicola
Fg — Fusarium graminearum

Gg — Glomerella graminicola

Pg — Puccinia graminis
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C Transporter-associated Pfam
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Figure S2 Heat map of Pfam domains for (A) carbohydrate active enzymes and other cell wall enzymes, (B) proteins involved in
sensing and response (C) proteins associated with transport, oxidative stress and toxin activity present in Ptr and other cereal

pathogens.
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