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Figure	  S6	  	  	  	  Modular	  architecture	  and	  biosynthetic	  cluster	  of	  a	  putative	  histone	  deacetylase	  inhibitor	  biosynthetic	  cluster	  in	  P.	  
tritici-‐repentis.	  (A)	  Modular	  architecture	  of	  PTRG_12015,	  APS1	  (Apicidin	  synthetase)	  and	  HTS1	  (HC-‐toxin	  synthetase).	  Domains	  
(Adenylation,	  Thiolation,	  Condensation,	  and	  Epimerization)	  and	  spacing	  are	  to	  scale.	  (B)	  Putative	  biosynthetic	  cluster	  containing	  
PTRG_12015.	  Putative	  open	  reading	  frames	  are	  designated	  as	  arrows.	  Proteins	  with	  similar	  function	  are	  coded	  with	  a	  similar	  
color.

	  
Blastp	  search	  was	  performed	  against	  the	  NCBI	  nr	  database.	  Proposed	  function	  as	  determined	  by	  KOG	  or	  GO	  classification. 

	  

	  

	   	  


