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Figure S5 Histogram showing conversion of polymorphisms from forward (F) and reverse (R) oligonucleotide donors
into the target. As in Figure 4, the boxes at the left represent the 4 sites at which the donors differ from the target. A
black box indicates donor sequence in the HR product; a gray box indicates target sequence. The donor mutation
within the ZFN site is indicated with an arrow. The patterns are very similar, with a preponderance of simple ZFN-site
and one-sided conversions. In particular, there is no significant bias with either donor for conversions on the left or
right of the ZFN cut. The number of independent conversion tracts scored was 23 for the F oligo and 43 for the R
oligo.
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