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Figure S4   Intra-population allele-sharing for pairs of individuals in the Pacific Islander data set (part 2).  Symbols colored black 
in the Nasioi population are relative pairs identified in Rosenberg [1].  Monozygotic, first-degree, and second-degree relative 
pairs are reported in Tables S9 , S10, and S11, respectively. 
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RELPAIR inference:


