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Figure S4 Summary of QTL results from gunungcola backcross males. Designations A through E correspond to
Muller’s elements. Marker loci (on left of linkage groups) are named using the same names as the presumed
orthologous D. melanogaster gene sequences used to develop the D. elegans/D. gunungcola markers. Intervals
containing putative QTL are indicated on right of linkage groups (see also Table 2 and Figs. 3, 4). See Figure 2 for CIM
maps of Spot Size 1, Spot Size 2, and Courtship Score datasets. See Figure 3 for IM maps of Wing Display, Circling, and
Body Shaking datasets.



