Table S2 Descriptions of the GO terms in each of the five broad functional categories

Category GO Terms Description

cell cycle and mitosis G0:0006260 DNA replication

G0:0006270 DNA replication initiation

G0:0006268 DNA unwinding involved in replication

G0:0000910 cytokinesis

G0:0000724 double-strand break repair via homologous recombination
G0:0006302 double-strand break repair

G0:0007062 sister chromatid cohesion

G0:0007067 mitosis

G0:0006259 DNA metabolic process

G0:0007049 cell cycle

G0:0051726 regulation of cell cycle
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G0:0006281
G0:0051301
G0:0006310
G0:0005819
G0:0005815
G0:0005694
G0:0004003
G0:0003887

G0:0004386

DNA repair

cell division

DNA recombination

spindle

microtubule organizing center
chromosome

ATP-dependent DNA helicase activity

DNA-directed DNA polymerase activity

helicase activity

mitochondria and G0:0006096 glycolysis

metabolism G0:0006122 mitochondrial electron transport, ubiquinol to cytochrome c
G0:0005983 starch catabolic process
G0:0006098 pentose-phosphate shunt
G0:0007005 mitochondrion organization
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G0:0006508

G0:0015986

G0:0045261

G0:0005750

G0:0005747

G0:0005739

G0:0005759

G0:0005741

G0:0005743

G0:0046933

G0:0046961

proteolysis

ATP synthesis coupled proton transport

proton-transporting ATP synthase complex, catalytic core F(1)
mitochondrial respiratory chain complex Ill

mitochondrial respiratory chain complex |

mitochondrion

mitochondrial matrix

mitochondrial outer membrane

mitochondrial inner membrane

proton-transporting ATP synthase activity, rotational mechanism

proton-transporting ATPase activity, rotational mechanism
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