Table S1 Oligonucleotide sequences of the primers used in this study

Afu5g06700 pRS426 Sfw
Afu5g06700 pyrG 5rv
Afu5g06700 pyrG 3fw
Afu5g06700 pRS426 3rv
Afu5g06700 ORF fw
Afu5g06700 ORF rv
Afu5g06700 5’ext fw
Afu5g06700_hygromycin 3rv
Afu5g13740 pRS426 5fw
Afu5g13740 pyrG 5rv
Afu5g13740 pyrG 3fw
Afu5g13740 pRS426 3rv
Afu5g013740 ORF fw
Afu5g13740 ORF rv
Afu5g0137340_hygromycin 3rv
Afu5g12010 pRS426 5fw
Afu5g12010 pyrG 5rv
Afu5g12010 pyrG 3fw
Afu5g12010 pRS426 3rv
Afu5g12010 ORF fw
Afu5g12010 ORF rv
Afu5g12010 5’ext fw
Afu5g12010_hygromycin 3rv
Afu4g00720 pRS426 5fw
Afudg00720 pyrG 5rv

Afudg00720 pyrG 3fw

5-GTAACGCCAGGGTTTTCCCAGTCACGACGGGCCTCCTCCTCCAACGCAC-3’

5-GCACTTAAGGACAAGAACTCTGCAAAGCGTAGTAATCGACCG-3’

5°-CACTTGAAGGACAAGAACTCTATGTCTCTCTAGGCTTATGCG-3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCCGCCAGTTCCTCAATGATAACC-3'

5’- ATGGCTGCATCCGATCTCGAGG -3’

5°- TCAGCTTTGTAATTTGAGCAGACACG -3’

5-CTGCAGTCTAACGTAGCGG-3’

5'TCCTGTGTGAAATTGTTATCCGCTGAAATGACGATGGCTCATGAGC-3'

5-GTAACGCCAGGGTTTTCCCAGTCACGACGTTGTTCTCTGATGGACTCGAA-3’

5’-GCCTCCTCTCAGACAGAATTTTGCTGTTTGCTCTGAGGAG - 3’

5-GCATTGTTTGAGGCGAATTCTTGGGCTTAGCATGGCGTGGCG- 3°

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCTATCGGAACCATGCTGCATTGC-3'

5'-CCTCTATCTAGTTCTGCATCGGGCG-3'

5'-GTTGCATTATCACTCATCGGGCCC-3'

5'-TCCTGTGTGAAATTGTTATCCGCTGGTTAGGACTGGGGAGGTTAATTG-3'

5-GTAACGCCAGGGTTTTCCCAGTCACGACGATTGTATCACACAAGATCACC-3’

5’-GCACTTAAGGACAAGAACTCTTCTTCGTAACCCATACGACG-3

5°-CACTTGAAGGACAAGAACTTGCACTTATCTTTCCTTCTAAG-3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCCTTTCAACCTCAGCTTCATATC-3'

5-ATGACTGTTGATTTTCTCCGCA-3’

5°-TCACATGGTATCACTGCGCGCA-3’

5°-GACACTCTAGAACACAAAGCTG-3’

5 -TCCTGTGTGAAATTGTTATCCGCTCAGCGATGATGTTCATGTTCATC-3’

5-GTAACGCCAGGGTTTTCCCAGTCACGACGGATTGGACTATATAACTGGAGCTG-3’

5’-CAGTGCCTCCTCTCAGACAGAATCTTACTGTCCGTCGAAGACCGC-3’

5-GAGCATTGTTTGAGGCGAATTCCATGCTTGACGTACGGATCATG-3’

L. K. Winkelstroter et al. 9SI



Afudg00720 pRS426 3rv
Afud4g00720 5'UTR ext fw
Afub6g06650 pRS426 5fw
Afu6g06650 pyrG 5rv
Afu6g06650 pyrG 3fw
Afub6g06650 pRS426 3rv
Afub6g06650 5'UTR ext fw
Afu2g03890 pRS426 5fw
Afu2g03890 pyrG 5rv
Afu2g03890 pyrG 3fw
Afu2g03890 pRS426 3rv
Afu2g03890 ORF fw
Afu2g03890 ORF rv
Afu2g03890 5'UTR ext fw
Afu2g03890_hygromycin 3rv
Afu2g03950 pRS426 5fw
Afu2g03950 pyrG 5rv
Afu2g03950 pyrG 3fw
Afu2g03950 pRS426 3rv
Afu2g03950 ORF fw
Afu2g03950 ORF rv
Afu2g03950 5’ext fw
Afu2g03950 hygromycin 3rv
Afulg06860 pRS426 5fw
Afulg06860 pyrG 5rv
Afulg06860 pyrG 3fw

Afulg06860 pRS426 3rv

10 SI

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCGAGCGCAGATGCAAGTAAGTGG-3’

5"-ATGTGCTCTGCCAGATCAGCC-3’

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGGCAAGTAGACAGTCATGAAGATA-3’

5’-CAGTGCCTCCTCTCAGACAGAATTTACGACATCGCTTTTGCCGTCC-3’

5'-GAGCATTGTTTGAGGCGAATTCGTAATTATGGGCGGATACAATGG-3

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCCTTCGATATTCTTCGCGGTCGCC-3’

5"-CCGCGTCGAAGAGCAGCCCTCTAG-3’

5’GTAACGCCAGGGTTTTCCCAGTCACGACGGTTTTCATTTCGCTTGAAGTGACAG-3’

5’-CAGTGCCTCCTCTCAGACAGAATTTGGTATCTGAGGTTAGTTTTAGAAT- 3’

5"-GAGCATTGTTTGAGGCGAATTCAGCGAAGGCAGAGCAGGCCTC- 3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCAGCGTCAGAGTGTCAATGGTGG-3'

5'-GCAATACCATCTTGTCTACCTCAG-3'

5'-TAGGTGTTTTGACCGTCCAATAGAG-3'

5'-GGAAAGGGAGGTACGGAGTG-3’

5'-TCCTGTGTGAAATTGTTATCCGCTTTGACCGGAGAAAGGCACCTTCTC-3'

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGGCCCAGCAAATCCCAGCAACCGG-3

5’-GCCTCCTCTCAGACAGAATTACTGCAAGGCGTGGATATCTGC- 3’

5"-GCATTGTTTGAGGCGAATTCGCCTTTTACAACATGCTACCGCC- 3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCGGGTGTATCTGAAGATCTCACTGC-3'

5'-ATGGGTCAATCGCATTCCAAGGGC-3'

5'-TTAGCGACTGATGCCCCATGATGT-3'

5’-GATCAACAACTACTCAGCCC-3’

5'-TCCTGTGTGAAATTGTTATCCGCTCCCGATAACCGCCTAGAATGGATGG-3'

5’GTAACGCCAGGGTTTTCCCAGTCACGACGCCTGCGACCTGTCCCAGTTTCTTC-3’

5-CAGTGCCTCCTCTCAGACAGAATTGAACTTGCAGTAACGTTCAGG- 3’

5'-GAGCATTGTTTGAGGCGAATTCCATCTTCTACATGGTCTTCACC- 3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCACTTGCTTCTTCCAAAAAGCAC-3'
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Afulg06860 ORF fw
Afulg06860 ORF rv
Afulg06860 5'UTR ext fw
Afulg06860_ hygromycin 3rv
Afulg09280 pRS426 5fw
Afulg09280 pyrG 5rv
Afulg09280 pyrG 3fw
Afulg09280 pRS426 3rv
Afulg09280 ORF Fw
Afulg09280 ORF Rv
Afulg09280 hygromycin 3rv
Afulg09460 pRS426 5fw
Afulg09460 pyrG 5rv
Afulg09460 pyrG 3fw
Afulg09460 pRS426 3rv
Afulg09460 ORF fw
Afulg09460 ORF rv
Afulg09460 hygromycin 3rv
Afu5g13340 pRS426 5fw
Afu5g13340 pyrG 5rv
Afu5g13340 pyrG 3fw
Afu5g13340 pRS426 3rv
Afu5g13340 ORF fw
Afu5g13340 ORF rv
Afu5g13340 5'UTR ext fw
Afulg04790 pRS426 5fw

Afulg04790 pyrG 5rv

5'-AGACTT TCCGTACTGCTCGTCGTG-3'

5'-AGCTTGGCTTTCTGATTTTCCTC-3'

5'-GCGATTGCCGAACGACGAGTG -3’

5'-TCCTGTGTGAAATTGTTATCCGCTGGCCACCCTGAGATGAACTCAGTG-3'

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGTAGGACAAAGTAGATCGGATCG-3’

5’-GCCTCCTCTCAGACAGAATCACGAATAGGCGGCAACCAG- 3

5"-GCATTGTTTGAGGCGAATTCGTTCTTCCTCCTCGATCTGGTC-3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCCTTGTCTCGAACTACCAGTAG-3'

5'-ATGCGGACCTGTGGGG-3'

5-'CTACGAGGAGGCAGACTTCTCCG-3'

5'-TCCTGTGTGAAATTGTTATCCGCTCCCAGGAAAGCCCCC-3'

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGGCCTGATATTCCTGTTAGAACGG-3’

5’-CAGTGCCTCCTCTCAGACAGAATCTTCCAACACGGCCCACGGGAG- 3’

5'-GAGCATTGTTTGAGGCGAATTCCGATGAAGAATTGGACACGGG- 3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCCCGCGTCAAGGCTGCCATTGCC-3'

5'-GAATATCCTATCTTCCCGAGTC-3'

5'-ATATTTCTCCTTCACCTCTCCGCAG-3'

5'-TCCTGTGTGAAATTGTTATCCGCTACTTAAGTCCAGTCTTCCTGCGC-3'

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGCCAATTCTAAGCTCTTCAGGTC-3’

5’-CAGTGCCTCCTCTCAGACAGAATTCTGTTCAGCAACCCACCCTGG- 3’

5'-GAGCATTGTTTGAGGCGAATTCTGGAAGTACATAAGTGCGATGC- 3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCGGGATATCTGACTCCAGCTGC-3'

5'-TCCTCGAGCCCACCCAAAGATAA-3'

5'-TGGACTGACTCAACCTTATTCGG-3'

5'- GGACGAGATTGTTGAGTTCG-3’

5’'GTAACGCCAGGGTTTTCCCAGTCACGACGCGCAGACAAAGTACAGAGTAGGTGC-:

5-CAGTGCCTCCTCTCAGACAGAATCACGGAATCAGCAATACCGG- ¥
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Afulg04790 pyrG 3fw
Afulg04790 pRS426 3rv
Afulg04790 5'UTR ext fw
Afulg04790 hygromycin 3rv
Afulg13040 pRS426 5fw
Afulg13040 pyrG 5rv
Afulg13040 pyrG 3fw
Afulg13040 pRS426 3rv
Afulg13040 5'UTR ext fw
Afulg13040_hygromycin 3rv
Afu2g01880 pRS426 5fw
Afu2g01880 pyrG 5rv
Afu2g01880 pyrG 3fw
Afu2g01880 pRS426 3rv
Afu2g01880 ORF fw
Afu2g01880 ORF rv
Afu2g01880 5'UTR ext fw
Afu2g01880_hygromycin 3rv
Afu2g02760 pRS426 5fw
Afu2g02760 pyrG 5rv
Afu2g02760 pyrG 3fw
Afu2g02760 pRS426 3rv
Afu2g02760 5'UTR ext fw
Afu2g02760_hygromycin 3rv
Afu3g10970 pRS426 5fw
Afu3g10970 pyrG 5rv

Afu3g10970 pyrG 3fw

12 S|

5'-GAGCATTGTTTGAGGCGAATTCTCTCTGTAACTTTAACTGTTCCCGG- 3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCGTCTTCTTTAGGTGTCGTCATCG-3'

5’-CCAGACATTGTCGACTATTGACCG-3’

5'- TCCTGTGTGAAATTGTTATCCGCTGCTGGTCCCACACGTCTATATG-3’

5'GTAACGCCAGGGTTTTCCCAGTCACGACGTTAGCTATGAATTGACCCATATTTG-3’

5’-CAGTGCCTCCTCTCAGACAGAATTATTGCGGAACAGTCTTTTCG-3’

5'-GAGCATTGTTTGAGGCGAATTCTTAGCGTGAATGATCTGCCTTGC-3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCGCGTGCCGGCCATCTACGTCTG-3’

5"-GCCTGTCTATGTTCGTCCGACTTG-3’

5 -TCCTGTGTGAAATTGTTATCCGCTATGAGGAAGAAATGGGAAAGGAACG-3’

5’GTAACGCCAGGGTTTTCCCAGTCACGACGGTATGGATTATCTGACAGCTGG-3’

5’-CAGTGCCTCCTCTCAGACAGAATTGTACAGGTGTGCAGATTACTCG-3’

5'-GAGCATTGTTTGAGGCGAATTCTTCCTGATCTGAGGATGGCATAC-3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCTTCTCAGCCGATCCGCTCAGTC-3’

5'-ATGGCTACGGTGTTGGTACAGC-3'

5'-GCCCTGCTTCTTCTCCAAGTACTC-3'

5"-TTGACTGAGCAGCTTCGGCGC-3’

5'-TCCTGTGTGAAATTGTTATCCGCT-3’

5’GTAACGCCAGGGTTTTCCCAGTCACGACGCGCGGTCTCTACAGTTTTATGATG-3’

5’-CAGTGCCTCCTCTCAGACAGAATCCAAAACATAAGCATCCCAAAG-3’

5'-GAGCATTGTTTGAGGCGAATTCACACTGCCTTAATGGTTTTTAAGG- 3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCTTTCCCCTTGCTGACATGCGGG-3’

5°-CAGCTGGAAGATCACCTCAATG-3’

5'- TCCTGTGTGAAATTGTTATCCGCTCACGACATCAAAGCCTGCTTTGG-3’

5’GTAACGCCAGGGTTTTCCCAGTCACGACGCCTACTTCTTCTTTGCAGGTCT-3’

5-CAGTGCCTCCTCTCAGACAGAATCTTGGCCGCAGCGATCCTTTGG-3’

5'-GAGCATTGTTTGAGGCGAATTCCGAGCATGGATGAAGCACTCCGA-3’
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Afu3g10970 pRS426 3rv
Afu3g10970 ORF fw
Afu3g10970 ORF rv
Afu3g10970 5'UTR ext fw
Afu3g10970_hygromycin 3rv
Afu3g12250 pRS426 5fw
Afu3g12250 pyrG 5rv
Afu3g12250 pyrG 3fw
Afu3g12250 pRS426 3rv
Afu3g12250 5'UTR ext fw
Afu3g12250 hygromycin 3rv
Afu5g11690 pRS426 5fw
Afu5g11690 pyrG 5rv
Afu5g11690 pyrG 3fw
Afu5g11690 pRS426 3rv
Afu5g11690 ORF fw
Afu5g11690 ORF rv
Afu5g11690 5'UTR ext fw
Afudg07000 pRS426 5fw
Afudg07000 pyrG 5rv
Afudg07000 pyrG 3fw
Afudg07000 pRS426 3rv
Afudg07000 5'UTR ext fw
Afu4g07000_hygromycin 3rv
Afudg04710 pRS426 5fw
Afu4g04710 pyrG 5rv

Afu4g04710 pyrG 3fw

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCGGTGCGGGCGGTTCGGAGAGTG-3’

5'-AAA ATC GAT ACG AGT GTC CAG GC-3'

5'-CGG GCT CCA ACT CAG GTT TAT-3'

5"-GCTGGCCATCGAGACTTTGGTC-3’

5'-TCCTGTGTGAAATTGTTATCCGCT-3’

5’GTAACGCCAGGGTTTTCCCAGTCACGACGGTCAACAAGCGAGTCATGCCC-3’

5’-CAGTGCCTCCTCTCAGACAGAATTGTGCTCTTAAGATGGCAAAAAC-3’

5"-GAGCATTGTTTGAGGCGAATTCCATTCCCTTCGACGTGCCGGC -3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCGCCCATCTTCGTCATCTTCGTC-3’

5'-GCTGATTGGGTATGTGATCACTCG-3’

5 -TCCTGTGTGAAATTGTTATCCGCTCTTTCAGAGTTCGATTCGGTGCC-3’

5’GTAACGCCAGGGTTTTCCCAGTCACGACGGTTTGCTAAGAGACGCTCCTCC-3’

5’-CAGTGCCTCCTCTCAGACAGAATATTCAATGACAGCTGTGCAGTTCG- 3’

5'-GAGCATTGTTTGAGGCGAATTCTTGCTTTCCTTGACTGCTTTGG- 3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCACTGGATAAAGCTACAAGTGAAG-3'

5'-ATGGCTACGGTGTTGGTACAGC-3'

5'-GAATTCCAAGCATCGGTCGAATTCC-3'

5'-GATAATGGGAAGAGAATACAGG -3’

5’GTAACGCCAGGGTTTTCCCAGTCACGACGTGCTCTCCGTTTTGAAGTGCTCACC-3’

5’-CAGTGCCTCCTCTCAGACAGAATCGTAAGGTTTCTTTGAGACAGATG-3’

5'-GAGCATTGTTTGAGGCGAATTCTGGATGTGGCACACTTTGATTGAC-3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCATTACAGAGGAGCCGAAGAGG-3’

5'-GATGCTGGCGTTGGGCTTGGACG-3’

5°-TCCTGTGTGAAATTGTTATCCGCT-3’

5-GTAACGCCAGGGTTTTCCCAGTCACGACGCTTGGCTGCCATTGTTAGAGTT-3’

5-CAGTGCCTCCTCTCAGACAGAATTGGATCCTTTTGTTTCGAATCC-

5'-GAGCATTGTTTGAGGCGAATTCCTCAAGCGCTTCCATTCATATAAC-3’
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Afudg04710 pRS426 3rv
Afudg04710 5'UTR ext fw
Afulg03540 pRS426 5fw
Afulg03540 pyrG 5rv
Afulg03540 pyrG 3fw
Afulg03540 pRS426 3rv
Afulg03540 5'UTR ext fw
Afu8g04580 pRS426 5fw
Afu8g04580 pyrG 5rv
Afu8g04580 pyrG 3fw
Afu8g04580 pRS426 3rv
Afu8g04580 ORF fw

Afu8g04580 ORF rv

Afu8g04580 hygromycin 3rv

Afu6g11470 pRS426 5fw
Afu6g11470 pyrG 5rv
Afu6g11470 pyrG 3fw
Afu6g11470 pRS426 3rv
Afu6g11470 ORF fw
Afu6g11470 ORF rv
Afu6g11470 5’ext fw
Afulg15800 pRS426 5fw
Afulgl5800 pyrG 5rv
Afulg15800 pyrG 3fw
Afulgl15800 pRS426 3rv
Afulgl15800 ORF fw

Afulgl15800 ORF rv

14 S|

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCAGCGCGAAATGTTCAAAACAGAA-3’

5"-CGACTGATGATGCGCCCCGGG-3’

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGCCTTTCTGACCGCCACATGTGC-3’

5’-CAGTGCCTCCTCTCAGACAGAATGACAGATATAAATATACCTTGGGTCA-3’

5'-GAGCATTGTTTGAGGCGAATTCTGTCTTCTATTGCACTTTTCTGTG-3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCTCCGATTCTGAACCAATCCTGCC-3’

5"-CGTGGTGTACTCGCCAAGTATGC-3’

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGTGTCTTGAAGGGTGCATCATC-3’

5’-GCCTCCTCTCAGACAGAATCGGCAAAGAGCAGGATCGTCACC- 3’

5'-GCATTGTTTGAGGCGAATTCACGTCTTGAGTTAAATATGCGTTTTG- 3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCCAAGATTCAGCGGAACCACAGG-3'

5'-GATCCTGCTGGCCTCCTCCCGT-3'

5'-GCAAGATTCATGACCTCGACCCTCTTC-3'

5’ -TCCTGTGTGAAATTGTTATCCGCTGCTTCTCTGTGTCTTGGAGTGC-3’

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGCGGGATCTTGGTCAATTGTACC-3’

5’- GCCTCCTCTCAGACAGAATGGTGCGGGTGCGGACGAACG -3’

5- GCATTGTTTGAGGCGAATTCCCTAGCATGCTTGATGGTCTG -3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCCCTGATTATTCCATTCCCGC-3'

5'-ATGGTGGACAACAAGATCCCTGAGCCGGG-3'

5'-GAGGTATTCTACAAGAAGTACTCGCTGCGGCCCG-3'

5’-CCAGCCCTCCGACGGCCGCC-3’

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGGTTGATCTTCCTGCTGCGGC-3’

5-GCACTTAAGGACAAGAACTTTTCCTTGCTGTTTGGATTTACC-3’

5°-CACTTGAAGGACAAGAACTGCACGAGTCATTAGTACCCCC-3’

5'-GCGGTTAACAATTTCTCTCTGGAAACAGCTTGGAGAAGTCGCCCCTG-3!

5’- ATGGACTTCCTGGGCCTGCATAC -3’

5°- TCATCGCCTGGAACTGCGCGG -3°
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Afulg15800 5’ext fw

Afulg15800 hygromycin 3rv

Afudg07080 pRS426 5'fw
Afudg07080 pyrG niiA 5'rv
Afudg07080 niiA orf fw
Afudg 07080 pRS426 orf rv
Afulg4950 pRS426 5'fw
Afulg4950 pyrG niiA 5'rv
Afulg4950 niiA orf fw
Afulg4950 pRS426 orf rv
Afu6g10830 pRS426 5'fw
Afu6g10830 pyrG niiA 5’rv
Afu6g10830 niiA orf fw
Afu6g10830 pRS426 orf rv
Afu3g11410 pRS426 5fw
Afu3g11410 pyrG niiA 5’rv
Afu3g11410 niiA orf fw
Afu3g11410 pRS426 orf rv
RT-actin-F

RT-actin-R

RT-catA-F

RT-catA-R

RT-dprA-F

RT-dprA-R

RT-dprB-F

RT-dprB-R

RT-2g03890-F

5"-ACGTTGCCGGTGTGAACTTC-3’

5'-TCCTGTGTGAAATTGTTATCCGCTCGTACTTATCGCCAACTTTACATA-3'

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGGTCTTCAAGATGCCCAGTCATAC-3’

5’-GGAGCTCGTATTTTTCCCTGCGCTGATGCCACGTTATAGCCGAT-3’

5’-GGCGTTGAGACTTCGTCACGATGGCTATGAACAAGATCCC-3’

5'GCGGATAACAATTTCACACAGGAAACAGCTGAATCATCTGGAGCTCTCAT-3’

5’-CAGGGTTTTCCCAGTCACGACGTTCTGGCCTGCATCACGACTC-3’

5’-GGAGCTCGTATTTTTCCCTGCTGCTGATTCTCGAGACAAAAA -3’

5’-CTGGCGTTGAGACTTCGTCACGATGGCTGATCAAGAAGTGGATC-3’

5’- CAATTTCACACAGGAAACAGCTTACTTCTTCTTTGGTTTGCGCG-3’

5’-CAGGGTTTTCCCAGTCACGACGTTTGTATCCTGCCGGCCTCG -3’

5’- GGAGCTCGTATTTTTCCCTACAACTGCAAATGTGGAGGAG -3’

5’-CTGGCGTTGAGACTTCGTCACGATGGAAAATAACATGGAAATTGATCC-3’

5’-CAATTTCACACAGGAAACAGCTCACAGGAAGTAATCAGGTGTACG-3’

5’-GTAACGCCAGGGTTTTCCCAGTCACGACGGGCCAAGTAATGTGTCTCTGC-3’

5’- GGAGCTCGTATTTTTCCCTGCTCTTGTATCGGGCAGGCGAGG-3’

5’-CTGGCGTTGAGACTTCGTCACGATGCTTCTTCGGTTACCGCCC-3’

5’-CAATTTCACACAGGAAACAGCCTACCCGTTCTCAGCTGCAATC-3’

5'-CTGTGCAGATTGTCGCCAGGG-3'

5'-GTCCAGATTAAGCTGTCGCGC-3'

5'-CACCGACGATCCACTTCTCCAAGG-3'

5'-GACGGTTGATTGGCAGCTCTTCCC-3'

5'-GTCCAACATGATACATAAGGTG-3'

5'-GTCGGCGGCCCTAGAGTCATGG-3'

5'-GTCTGGACTGATGCACAAGGTC-3'

5'-GTGGTCTGGTGGGTGCCGTGG-3'

5'-GTTTCGCAATACCATCTTGTCTACC-3'
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RT-2g03890-R
RT-3g10970-F
RT-3g10970-R
RT-5g13340-F
RT-5g13340-R
RT-5g13740-F
RT-5g13740-R
RT-1g03540-F
RT-1g03540-R
RT-1g09280-F
RT-1g09280-R
RT-1g09460-F
RT-1g09460-R
RT-3g12250-F
RT-3g12250-R
RT-4g04710-F
RT-4g04710-R
RT-1g06860-F
RT-1g06860-R
RT-1g13040-F
RT-1g13040-R
RT-5g11690-F
RT-5g11690-R
RT-4g07000-F
RT-4g07000-R
sakA-U-F

sakA-D-R

16 SI

5'-CGATCCTCCTGAAAAGGTCGAGCC-3'

5'-GGCGCATCCCGCCATCAAAATCGATACG-3'

5'-CGGAACCGGATACCACATCGAAACCACC-3'

5'-GTTCAGTGGCTCCTCGAGCCCACCC-3'

5'-CGTCGGTCTTGACGGTCAGGGACGGG-3'

5'-GGGTCCTCTATCTAGTTCTGCATCGG-3'

5'-GTTGCGAAGGTCGAGATCCTAGGGCG-3'

5'-GCACTTCTCATTCGCAATGAGCTCTATC-3'

5'-CGGACTTCCAGAGCTGTAAAGCAGCG-3'

5'-CAGCATGGAGGACGCCCATGCTGCGG-3'

5'-TATCTCCACCATGACCGTCATATACACC-3'

5'-GAACTCGTTGAATATCCTATCTTCCCG-3'

5'-CCGATTTCTCCCTGCGAACGCGACC-3'

5'-GTCTGGATATATGGGCGGACCCGGCC-3'

5'-GAGCTCCTAGGACATTTCCTGGACAGG-3'

5'-GTCCACTACGGCTGACCAGAGACAATCACC-3'

5'-GGTATCTCGCAGTGATAATAAAGACGCTGG-'3

5'-GCGTCGCCTGGCCCTCCAGACTTTCCG-3'

5'-CCTAGAGGCTGATGATTATGGGAGAACG-3'

5'-GACTCCGGCTCGTTGCATTGAGGCTTCG-3'

5'-ATTGGCAGACGAGTCTTTGCACTTCC-3'

5'-GGCTACGGTGTTGGTACAGCAAACGC-3'

5'-GGTAAATGTTTGTTTGGCACCGGCGACGGG-3'

5'-GGCTAAACCACTTAGTGAGAAGTCTTC-3'

5'-GCAAAGGACGATAACCAAGGGAAGAAGAC-3'

5'-GGTGAAGCTAACGTAGGTTTGAATCAGG-3'

5'-GTCGAGCTGTCGTGAACAGGCGATTCC-3'
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