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Figure S1. BAC assembly overview of Gonium pectorale MT locus. BAC clones identified
and sequenced for tiling are shown above (A: minus; B: plus). The putative
‘rearranged” MT regions are marked with MT (minus R domain), MT-1 and MT-2
(plus R domain). Further scaffolding based on lllumina HiSeqg/MiSeq paired-end
and PacBio sequencing connected MT-1 and -2 as in Figure 1 (i.e. PTC1 as distal

from WDR57).



