
Table S1. The 181 input SNPs with genome-wide significance for Systemic lupus erythematosus. Pop: population, EAS: Eastern Asian 

population; CEU: Caucasian population; SNP: single-nucleotide polymorphism; chr: chromosome; P-valuecombined: The associated p value 

in the combined samples in previous papers; Ref.: reference.  

Pop SNP position Chr P-valuecombined Ref 

EAS rs1234315 173178463 1q25.1 2.34×10−26 (Han et al. 2009) 

EAS rs2205960 173191475 1q25.1 2.53×10−32 (Han et al. 2009) 

EAS rs13385731 33701890 2p22.3 1.25×10−15 (Han et al. 2009) 

EAS rs7574865 191964633 2q32.3 5.17×10−42 (Han et al. 2009) 

EAS rs2230926 138196066 6q23.3 1.37×10−17 (Han et al. 2009) 

EAS rs4917014 50305863 7p12.2 2.75×10−23 (Han et al. 2009) 

EAS rs1167796 75173180 7q11.23 2.12×10−08 (Han et al. 2009) 

EAS rs4728142 128573967 7q32.1 8.14×10−19 (Han et al. 2009) 

EAS rs7812879 11340181 8p23.1 2.09×10−24 (Han et al. 2009) 

EAS rs2618479 11355821 8p23.1 5.26×10−21 (Han et al. 2009) 

EAS rs2248932 11391650 8p23.1 1.63×10−21 (Han et al. 2009) 

EAS rs1913517 50119054 10q11.22 7.22×10−12 (Han et al. 2009) 

EAS rs4639966 118573519 11q23.3 1.25×10-16 (Han et al. 2009) 

EAS rs6590330 128311059 11q24.3 1.77×10-25 (Han et al. 2009) 

EAS rs10847697 129299385 12q24.32 3.54×10-11 (Han et al. 2009) 

EAS rs1385374 129300694 12q24.32 1.77×10-11 (Han et al. 2009) 

EAS rs7197475 30642867 16p11.2 2.77×10-08 (Han et al. 2009) 

EAS rs463426 21809185 22q11.21 1.48×10-16 (Han et al. 2009) 

EAS rs131654 21917190 22q11.21 2.99×10-16 (Han et al. 2009) 



EAS rs16972959 23901376 16p11.2 1.35×10-09 (Sheng et al. 2011) 

EAS rs12599402 11189888 16p13 1.34×10-8 (Zhang et al. 2011) 

EAS rs8016947 35832666 14q13 1.08×10−13 (Li et al. 2013) 

EAS rs4649203 24519920 1p36 9.90×10−9 (Li et al. 2013) 

EAS rs6705628 74208362 2p13 6.9×10-17 (Yang et al. 2013) 

EAS rs4852324 74202578 2p13 5.7×10-14 (Yang et al. 2013) 

EAS rs6804441 119260944 3q13 2.5×10-16 (Yang et al. 2013) 

EAS rs4948496 63805617 10q21 5.1×10-11 (Yang et al. 2013) 

EAS rs12822507 12773521 12p13 2.2×10-8 (Yang et al. 2013) 

EAS rs10845606 12834894 12p13 3.8×10-17 (Yang et al. 2013) 

EAS rs34330 12870695 12p13 4.8×10-12 (Yang et al. 2013) 

EAS rs4622329 102321935 12p23 9.4×10-12 (Yang et al. 2013) 

EAS rs906868 30448344 2p23.1 7.71×10-10 (Yu et al. 2013) 

EAS rs7579944 30445026 2p23.1 5.55×10-9 (Yu et al. 2013) 

EAS rs11603023 118486067 11q23.3 1.25×10-08 (Zhang et al. 2014) 

EAS rs10892301 118735476 11q23.3 2.51×10-08 (Zhang et al. 2014) 

EAS rs7601754 191940451 2q32.3 1.39×10-9 (Yang et al. 2009) 

EAS rs17266594 102750922 4q24 4.67×10-9 (Chang et al. 2009) 

EAS rs1128334 128328959 11q24.3 2.33×10-11 (Yang et al. 2010) 

EAS rs7097397 50025396 10q11.23 8.15×10-12 (Yang et al. 2010) 

EAS rs10168266 191935804 2q32.3 2.17×10-8 (Yang et al. 2010) 

EAS rs9271366 32586854 6p21.32 7.67×10-10 (Yang et al. 2010) 

EAS rs7329174 41558110 13q14.11 1.47×10-8 (Yang et al. 2011) 

EAS rs548234 106568034 6q21 1.28×10−16 (Zhou et al. 2011) 

EAS rs2222631 119272391 3q13.33 4.50×10-8 (Zhang et al. 2015c) 

EAS rs2298428 21982892 22q11.21 3.16×10-9 (Zhang et al. 2015b) 



EAS rs1418190 173361979 1q25.1 1.08×10−08 (Sheng et al. 2015) 

EAS rs4916219 173373183 1q25 7.77×10−09 (Sheng et al. 2015) 

EAS rs2934498 85968282 16q24.1 4.97×10−09 (Sheng et al. 2015) 

EAS rs2431697 159879978 5q34 1.15×10−22 (Sheng et al. 2015) 

EAS rs2732547 35088683 11p13 1.55×10−11 (Sheng et al. 2015) 

EAS rs12494314 119122820 3q13.33 1.01×10−09 (Sheng et al. 2015) 

EAS rs13205210 34831856 6p21.31 5.51×10-12 (Zhang et al. 2015a) 

EAS rs10036748 150458146 5q33.1 1.94×10-10 (Zhang et al. 2015a) 

EAS rs73366469 74033600 7q11.23 3.75×10−117 (Sun et al. 2016) 

EAS rs10807150 35272274 6p21.31 6.06×10−16 (Sun et al. 2016) 

EAS rs2421184 158886939 5q33.3 4.67×10−12 (Sun et al. 2016) 

EAS rs7726414 133431834 5q31.1 1.13×10−11 (Sun et al. 2016) 

EAS rs7726159 1282319 5p15.33 2.11×10−11 (Sun et al. 2016) 

EAS rs1610555 67543147 18q22.2 4.50×10−11 (Sun et al. 2016) 

EAS rs2009453 65399528 11q13.1 9.61×10−11 (Sun et al. 2016) 

EAS rs12900339 38927386 15q14 4.73×10−10 (Sun et al. 2016) 

EAS rs61616683 39755773 22q13.1 5.73×10−10 (Sun et al. 2016) 

EAS rs2305772 52033742 19q13.41 1.34×10−9 (Sun et al. 2016) 

CEU rs13277113 11349186 8p21.3 1×10−10 (Hom et al. 2008) 

CEU rs11574637 31368874 16p11.2 3×10−11 (Hom et al. 2008) 

CEU rs3131379 31721033 6p21.33 1.71×10-52 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs9888739 31313253 16pll.2 1.61×10-23 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs1143678 31343005 16pll.2 8.5×10-14 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs4548893 31364493 16pll.2 2.36×10-12 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs729302 128568960 7q32.1 2×10-10 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rsl0279821 128683547 7q32.1 6.5×10-9 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 



CEU rsl2537284 128717906 7q32.1 3.61×10-19 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs4963128 589564 llpl5.5 3.00×10-10 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs6445975 58370177 3pl4.3 7.10×10-09 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs10239340 128668510 7q32.1 6.98×10-16 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs6985109 10761585 8p23.1 2.51×10-11 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs4240671 10767748 8p23.1 6.6×10-9 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs11783247 10788875 8p23.1 8.00×10-10 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs6984496 10796093 8p23.1 2.00×10-10 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs7836059 11272164 8p23.1 4×10-10 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs2248932 11391650 8p23.1 7×10-10 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs7829816 56849386 8q12.1 5.4×10-9 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs2667978 56897951 8q12.1 5.1×10-8 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs5754217 21939675 22q11.21 7.53×10-8 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs7775397 32261252 6p21.32 8.0×10−47 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs9275572 32678999 6p21.32 7.0×10−48 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs1794282 32666526 6p21.32 2.6×10−46 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs7192 32411646 6p21.32 6.2×10−40 (International Consortium for Systemic Lupus Erythematosus et al. 2008) 

CEU rs10516487 102751076 4q24 3.74×10–10 (Kozyrev et al. 2008) 

CEU rs17266594 102750922 4q24 4.74×10–11 (Kozyrev et al. 2008) 

CEU rs5029939 138195723 6q23.3 2.89×10−12 (Graham et al. 2008) 

CEU rs3821236 191902758 2q32.3 8.49×10−11 (Graham et al. 2008) 

CEU rs2618476 11352541 8p23.1 1.70×10−8 (Graham et al. 2008) 

CEU rs3135394 32408497 6p21.32 2.0×10−60 (Gateva et al. 2009) 

CEU rs7574865 191964633 2q32.3 1.4×10−41 (Gateva et al. 2009) 

CEU rs2070197 128589000 7q32.1 5.8×10−24 (Gateva et al. 2009) 

CEU rs11860650 31326706 16p11.2 1.9×10−20 (Gateva et al. 2009) 



CEU rs5029937 138195151 6q23.3 5.3×10−13 (Gateva et al. 2009) 

CEU rs2205960 173191475 1q25.1 6.3×10−9 (Gateva et al. 2009) 

CEU rs7708392 150457485 5q33.1 3.8×10−13 (Gateva et al. 2009) 

CEU rs11755393 34824636 6p21.31 2.2×10−8 (Gateva et al. 2009) 

CEU rs2732552 35084592 11p13 1.82×10-9 (Lessard et al. 2011) 

CEU rs387619 35098193 11p13 1.46×10-8 (Lessard et al. 2011) 

CEU rs2301271 32725193 6p21.32 2.00×10-12 (Chung et al. 2011) 

CEU rs10911363 183549757 1q25.3 2.87×10-11 (Cunninghame Graham et al. 2011) 

CEU rs2366293 50227828 7p12.2 2.33×10-9 (Cunninghame Graham et al. 2011) 

CEU rs2280381 86018633 16q24.1 1.24×10-8 (Cunninghame Graham et al. 2011) 

CEU rs1990760 163124051 2q24.2 1.63×10-8 (Cunninghame Graham et al. 2011) 

CEU rs280519 10472933 19p13.2 3.88×10-8 (Cunninghame Graham et al. 2011) 

CEU rs1269852 32080191 6p21.33 2.48×10-19 (Fernando et al. 2012) 

CEU rs3906272 31262924 6p21.33 2.95×10-10 (Fernando et al. 2012) 

CEU rs11648084 85972598 16q24.1 2.34×10-9 (Lessard et al. 2012) 

CEU rs9936079 85967594 16q24.1 3.96×10-9 (Lessard et al. 2012) 

CEU rs4843865 85969305 16q24.1 2.93×10-8 (Lessard et al. 2012) 

CEU rs11347703 85969641 16q24.1 1.11×10-8 (Lessard et al. 2012) 

CEU rs11117422 85972013 16q24.1 9.37×10-9 (Lessard et al. 2012) 

CEU rs13335265 85972810 16q24.1 1.23×10-8 (Lessard et al. 2012) 

CEU rs12711490 85973028 16q24.1 2.11×10-8 (Lessard et al. 2012) 

CEU rs11641153 85973140 16q24.1 1.31×10-9 (Lessard et al. 2012) 

CEU rs11641155 85973152 16q24.1 1.23×10-9 (Lessard et al. 2012) 

CEU rs7205434 85973195 16q24.1 1.23×10-9 (Lessard et al. 2012) 

CEU rs4843868 85973401 16q24.1 8.57×10-10 (Lessard et al. 2012) 

CEU rs4843323 85974961 16q24.1 7.71×10-10 (Lessard et al. 2012) 



CEU rs4843869 85975141 16q24.1 7.61×10-10 (Lessard et al. 2012) 

CEU rs7202472 85977502 16q24.1 7.25×10-9 (Lessard et al. 2012) 

CEU rs2051549 32730086 6p21.32 3.36×10-22 (Lee et al. 2012) 

CEU rs12531711 128617466 7q32.1 6.41×10-13 (Lee et al. 2012) 

CEU rs12680762 11332026 8p23.1 1.45×10-8 (Lee et al. 2012) 

CEU rs10931481 191954852 2q32.3 1.74×10-8 (Lee et al. 2012) 

CEU rs2275247 35908451 1p34.3 1.4×10-10 (Martin et al. 2013) 

CEU rs2176082 58331186 3p14.3 5.24×10-11 (Martin et al. 2013) 

CEU rs1635852 28189411 7p15.1 1.6×10-8 (Martin et al. 2013) 

CEU rs10911628 184649503 1q25.3 2.3×10−13 (Armstrong et al. 2014) 

CEU rs4728142 128573967 7q32.1 7.1×10−10 (Armstrong et al. 2014) 

CEU rs11073328 38764843 15q14 9.9×10−15 (Armstrong et al. 2014) 

CEU rs8023715 97607681 15q26.2 1.2×10−8 (Armstrong et al. 2014) 

CEU rs11697848 48575315 20q13.13 1.4×10−11 (Armstrong et al. 2014) 

CEU rs7897633 52957721 10q21.1 2.75×10-8 (Kariuki et al. 2015) 

CEU rs6445972 58321707 3p14.3 4.62×10−10 (Vaughn et al. 2014) 

CEU rs10506216 43130885 12q12 3.08×10-8 (Demirci et al. 2015) 

CEU 
rs1143679 31276811 16p11.2 1.1×10-16 

(Suarez-Gestal et al. 2009) 

CEU rs2476601 114377568 1p13.2 1.10×10−28 (Bentham et al. 2015) 

CEU rs1801274 161479745 1q23.3 1.04×10−12 (Bentham et al. 2015) 

CEU rs704840 173226195 1q25.1 3.12×10−19 (Bentham et al. 2015) 

CEU rs17849501 183542323 1q25.3 3.45×10−88 (Bentham et al. 2015) 

CEU rs3024505 206939904 1q32.1 4.64×10−9 (Bentham et al. 2015) 

CEU rs9782955 236039877 1q42.3 1.25×10−9 (Bentham et al. 2015) 

CEU rs2111485 163110536 2q24.2 1.27×10−11 (Bentham et al. 2015) 



CEU rs11889341 191943742 2q32.3 5.59×10−122 (Bentham et al. 2015) 

CEU rs3768792 213871709 2q34 1.21×10−13 (Bentham et al. 2015) 

CEU rs9311676 58470351 3p14.3 3.06×10−14 (Bentham et al. 2015) 

CEU rs564799 159728987 3q25.33 1.54×10−9 (Bentham et al. 2015) 

CEU rs10028805 102737250 4q24 4.31×10−17 (Bentham et al. 2015) 

CEU rs7726414 133431834 5q31.1 4.44×10−16 (Bentham et al. 2015) 

CEU rs10036748 150458146 5q33.1 1.27×10−45 (Bentham et al. 2015) 

CEU rs2431697 159879978 5q33.3 8.01×10−28 (Bentham et al. 2015) 

CEU rs1270942 31918860 6p21.33 2.25×10−165 (Bentham et al. 2015) 

CEU rs9462027 34797241 6p21.31 7.55×10−9 (Bentham et al. 2015) 

CEU rs6568431 106588806 6q21 5.04×10−14 (Bentham et al. 2015) 

CEU rs6932056 138242437 6q23.3 1.97×10−31 (Bentham et al. 2015) 

CEU rs849142 28185891 7p15.1 8.61×10−11 (Bentham et al. 2015) 

CEU rs4917014 50305863 7p12.2 6.39×10−14 (Bentham et al. 2015) 

CEU rs10488631 128594183 7q32.1 9.37×10−110 (Bentham et al. 2015) 

CEU rs2736340 11343973 8p23.1 6.28×10−20 (Bentham et al. 2015) 

CEU rs2663052 50069395 10q11.23 5.25×10−9 (Bentham et al. 2015) 

CEU rs4948496 63805617 10q21.2 1.04×10−10 (Bentham et al. 2015) 

CEU rs12802200 566936 11p15.5 8.81×10−10 (Bentham et al. 2015) 

CEU rs2732549 35088399 11p13 1.20×10−23 (Bentham et al. 2015) 

CEU rs3794060 71187679 11q13.4 1.32×10−20 (Bentham et al. 2015) 

CEU rs7941765 128499000 11q24.3 1.35×10−10 (Bentham et al. 2015) 

CEU rs10774625 111910219 12q24.12 4.09×10−9 (Bentham et al. 2015) 

CEU rs1059312 129278864 12q24.32 1.48×10−13 (Bentham et al. 2015) 

CEU rs4902562 68731458 14q24.1 6.15×10−10 (Bentham et al. 2015) 

CEU rs2289583 75311036 15q24.2 6.22×10−15 (Bentham et al. 2015) 

CEU rs9652601 11174365 16p13.13 7.42×10−17 (Bentham et al. 2015) 



CEU rs34572943 31272353 16p11.2 3.39×10−76 (Bentham et al. 2015) 

CEU rs11644034 85972612 16q24.1 9.58×10−18 (Bentham et al. 2015) 

CEU rs2286672 4712617 17p13.2 2.93×10−9 (Bentham et al. 2015) 

CEU rs2941509 37921194 17q12 7.98×10−9 (Bentham et al. 2015) 

CEU rs2304256 10475652 19p13.2 3.50×10−13 (Bentham et al. 2015) 

CEU rs7444 21976934 22q11.21 1.84×10−22 (Bentham et al. 2015) 
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