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Figure S3: Heterochromatin factors show splicing defects for a subset of splicing events.
Splicing sensitive microarrays for the heterochromatin factors ash2 (A), swdl (B), and phtl (C).
Each heatmap was independently organized using hierarchical clustering. The orange bar(s) in
each panel indicate specific subsets of splicing events displaying canonical splicing defect

phenotypes.



