Dataset S9. WOVitA1 ORF protein sequences
The amino acid sequences of the open reading frames in WOVitA1.

>WOVitA1_VA1gp1_site-specific_recombinase_translation 

MITVALYARVSSKSQAQNNTIESQIAELKHRIAADKHELLNEYEFKDDGLSGWSLEREGLDALRDKVGEDQIDKIYIHSPDRLSRKSAHQMILLDEFEKAGVEVIFLNHKTENNPESKLLLGMQGLVAEYECTKIMERSRRGKLHRAKKGCVSVIGIAPFGYNRIKHVDREKTKFEINEEEAKIVKQMFMWVGQERISIREVVRRLRDKSIRTRTGKKVWCPIIIWKLLRNPAYKGQAAFGKLKRVERRERNKQKVSICRTDEDSWIYIPVPKIVDEGLFNKVQKQLDENRKRARIQREGGKKKYLLQGLVVCQNCGYAYSGAQCGVEGKKFSYYRCSSTIRITDGREKCTNKLVRTDMLETAIWEKVKNLLKNPEIIKNEYHRRIAENKNDESSDKKFARRENQIKQGIEKLMEDYYSQENVGDKGYISKEEFKQTMKRMRERLRGIEEEKKKVADQKAIEKGMNLIINSIKSLYSSVKSNLEQLDWQTKRGIIKALVERIQIGYDQVEVAFRIEEPAQGGEIFNLQHCTGRHNSEAIVFAFANLQIKR*

>WOVitA1_VA1gp2_hypothetical_protein_translation 

MEKRSGKAPCTTKTFAGETMRKRTLTCRYEPDELAEQHLADAYELLLRYAVKKNNEKEIKKNDNSGLICKSFIEESSAEQYNRESNCRAQA*

>WOVitA1_VA1gp3_ankyrin_repeat_protein_translation 

MLKLGKFNKSAKELLENSYKNIYARDENGRTALHYAINAKTVRLLVEKGVNVNAADVGGYTALHLAVTEKRLEIVRELIKSGAEVNAEEYGNKCIPLHLACMVGEKEIVEELVKAGGEIEQEDECGMTAIDYAKNSKEVTEVLKKETEKMESLLKK*

>WOVitA1_VA1gp4_ankyrin_repeat_protein_translation 

MKFSKEKRESFSKFFKEVSSKNINKRNEEGETILHQAVEISDYKTVRLLIKRGAEVNARDKNGYTPLHCAVFAKSLENVKVLLREGAEVNATQYITGCTPLHSACKMGGAGVEIIKELVKAGAEVNQLNKYGATPMYYIWESEKYCSWNSEENEKASKFLREQGGITKSRELTCYGIEGLVGEIADMLNGSYMPELKIIEIGEIRKRDKSLIKKECQNLASKIMNQVNEMIDEVAKRGI*

>WOVitA1_VA1gp5_tail_I_translation 

MLLPPNATKQEQALVKAIDYKVDPNCIRGFKFSPGEKVLPWIIEEYGLEEILRWAKEKRRAIKEGVEFQRLRGTPASLKIALKWANIEDITIIEEPPGKHFFELQIGIRDVPNDFFVDAVVELAKLSLPVRSRLMRIFNDHYNISRFILDESLFGSLLSDYSGIKIEKDGPVLSFGRVNFFRFSGTSIKVIESYLRNHYEQAFSNDIYRLDVAVLGETEPHTKDYKGIYERNHQWYNSKALHPLPQSLLPEIKFAKAQIVLSDSWRLGEINACFPVGSVEERGNKFVLGNDKLSGQRWNLKHKPILERFGVTHFYQTKNFIDQKIVGYVIAEHNIRYENDLDSEQKDSIHELENYILVFYPGVLKWHEHRHLHRSWKNSQVICVIS*

>WOVitA1_VA1gp6_baseplate_J_translation 

MQQPNIIEPLNFEEIFSRMKEELVKSFTALVESDPAIKVLEVAAWRELLLRQRINESVKSNLLKFATGEDLDNLAEFYGVERQKEEEDERFRRRIKAKIVGSSKGGSKEYYRYHALSADRRVKDALVESPIPGKVQISILSTQLSTTDIASEELLEIVKKQVTRDDIRVLTDTVTVIGCNITEIDIHSRMSISPVISEEEIKKQFIKKFELAKRLGWSVTRSWIIANLFVDGVENVELIEPKEDVVVLGNECANLRNLKIE*

>WOVitA1_VA1gp7_baseplate_W_translation 

MKGMNAKTGKALEGIEHLKQSIIDILTTPIKSRIMRRDYGSRLFELVDKPINRDLTLEIYAATAEALGKFEKRFKLEKVKVEGVKEGRVTLNLEGVYLPEGKFININGVVV*

>WOVitA1_VA1gp8_PAAR_translation 

MSKAVVCIGDHCTGMPIHVCVSGSEDVFVNGRPACRKGDILTIGEIVTQGSNSVFVNGIGIARVGDTVSCGFKVIGGSSSVFSG*

>WOVitA1_VA1gp9_baseplate_V_translation 

MLESNFAISELQRKLANIVRVGLVKEVDYEKAKVRVKIGDIVTDYLPWTTSKAGKDRDWSPPDIDEQVLVLSPLGELSLGIVLPGIYQEKYPAPENKKEINSIKFQDGTKFTYDKGKHHLEIEVADKITLKAGKSSIEMTKGSIKLKARRIDLN*

>WOVitA1_VA1gp10_hypothetical_protein_translation 

MNFKDLHQAICTKLKEEISAIQTCEIYPSIRKELLAPAVFVELSSLEKGNDPGTEELALKARFEARIVIDSTIENAPIIVRTLAAEIAKVVNKNTWKVKNVSPGEFISAEIDGFRPELDAYLVWLVEWSHQLHLGKSIWTENKIKPHTIIIGENVRE*

>WOVitA1_VA1gp11_hypothetical_protein_translation 

VFDIKTNNNINEIISNIERKEQKIRLAAIKALNKTAIWLKSKAAKEISEEKRIKLSLIRKRLRIFKVKTSRLEVLIRANLYDIRASTIGKIQKTRRGSKVGKHEFIGGFAAVMPKGNSGMFKREGRAALPIKEVKLPLEPEASKVIRDLVNYEVEKVFEKFFERDITENV*

>WOVitA1_VA1gp12_hypothetical_protein_translation 

MNIGKLLKDCFEHLGVEAIYCNKNKEAIRKIKVLIKRPETTYSLGADGALTQQIASIEICSEDVTSFSIGSYIKIEKRFYKIFELPLKDSSGKILKIEAIESV*

>WOVitA1_VA1gp13_hypothetical_protein_translation 

MQNPFTNTAFSMTALTNAMNILPINYGRVENLNLFPSRSVRFRHITIEEQNGVLSLLPTQLPGAPGAVGKRGKRKVRTFTIPHIPHDDVVLPEEVQGIRAFGSESELKALADVITDHLQLMRNKHAITLEHLRMGALKGIILDADGSELLNLYNEFEITPKVVNFALGTATTDVKRKCLEVLRHIEDNLSGEYMTGIHALVSPEFFDALTSHVKVKEAYERWQEGAALRNDMRSGFTFCGITFEEYRGQATDPEGTVRRFIEKDTGHCFPLGTASTFTTYFAPADFNETVNTLGQPLYAKQEPRRFDRGTDLHTQSNPLPMCHRPGVLVKISSS*

>WOVitA1_VA1gp14_hypothetical_protein_translation 

MAVKLKEKRRKENMTCITEQNNLGDLLKYEASSLYSRDQITVAKGQNLKLGTVVGYDTKDNLIKALNPTATDGTQTAIGVIASDVNAKENSKGVIIARGAMLADHAVVWPANITEEQKAAAIKQLEARGIIIRKGA*

>WOVitA1_VA1gp15_minor_capsid_translation 

MWINKPIMVERRSFELLSLYNSKQPIFKNSKYFHINPKGIAIIRIYGVLTKKTEAFDHILDMTSYENIHEEIESALEDKSIETILLDIDSPGGEVNGVFDLADFIYSARGKKRIIAIANDDAYSAAYAIASSAEKVFVSRTSGVGSIGVIASHIDQSRFDEKQGIKYTTIFAGSRKNDLNPHEQMTSESLESLQKEVDRLYEMFVQLIARNRNLSIQAIKSTEAGLYFGEKAVEIGLADGVTTFFEFINNHKSRSVSMTTDELIEENYRREILEIIRLCNVSKMPEKIGEFIEQGVSIEKAREVLMELLAERTKKTEILSAIPQNSGEELMMQVAKARAQSSI*

>WOVitA1_VA1gp16_portal_translation 

MLLKTFKQLFNKPKIKSSAWDAAGSGRRFFHFQPELGSINNLLSQNLETLRSRSRDMVRKNPYAANIIDTIVSNSIGTGIKPQSKARDGEFRKKVQELWLKWTDEADSSGVSDFYGLQALVCRSMIEGGECFVRLRNRKLEDGFSVPLQLQVLESEHLDNKSNQTLANGNIIRSGIEFNRLGQREAYYLFREHPGEGSFGESVRVPANDVLHIYKPLRPGQIRGEPWLSNILLKLYELDQYDDAELVRKKTAAMFAGFITRLDPEANIMGESESNEQGVALSGLEPGTMQLLDPGEDIKFSEPSDVGGSYEAFMRQQLRAIAIGTGITYEQLTGDLTGVNYSSIRAGLIEFRRRCAMLQHNVIVFQFCRPIWNRWLELAVLCGELSVDEKVVKAAKEEVKWIPQGFDWVDPLKDQQAQQMAVRNGFKSRSEVVSEMGYDVEEIDQEIAEDQKRANSFGLCFDSDVNHKVE*

>WOVitA1_VA1gp17_hypothetical_protein_translation 

MYSEEYLTQVEKAIQKLQSGERVVSIAYGDHVVRYGEVQIKDLLNLRQRIKAELKVAGMRPKRKIVFSTSKGIL*

>WOVitA1_VA1gp18_terminase_translation 

MIYATSFSEGLRPDPQLKVSEWANEYRVLAPTAASEPGKWRTERTPYLKEIMDSLSPSSPAEKIVFMKGAQIGGTEAGNNWIGYIIDQTPGPMLVVQPTVEMGKRWSKGRFAPLIESTPCLKSKVKDPRSRDSGNTVQSKEFPGGIVVITGANSSVGLRSMPVKYLFLDEIDAYPGDSGGEGDPVLLSIARTNTFARRKIFLVSTPTIHGISRIEKEFEATDKRYFFVPCPHCNYYQILKWAQIKWEDKNPNTAHYICIECGEKIENHQKTEMLERGEWRPTNRVKGERKGFHLSSLYSPVGWYSWQQAVEDFLHAKESEQLLKVWINTTLGETWVDKGEVPDWKQLFNRREFFPIGTVPKGEVVLTAGVDVQKDRLEVEVVAWGKSRESWSIDYRVFEGDTGGGEVWGKLSELLNHHFIGENGLEYMISMMAVDAGYATQEVYNWVRSHQGSGRVMAVKGVNKALVPLSSPSRVDITVGGQKLKRGIKLWPVGVSILKSELFQLLNVLKEGEEAPAGYCHFPEYAPEYFKQLTAEQLVSKVVKGYTKQEWQKVRERNEVLDCRIYARAASIALGIDRWPESKWNSLSGKMESKKPKKVRQSKWLGNQNVQ*

>WOVitA1_VA1gp19_ankyrin_repeat_protein_translation 

MGQNSMKLSPVHIAVSNANYDERDLCLDILKCLIKEPNAQVNLQDYENKTPLHYAERLKTIEVLLTREDIDPLVKDDSGRTPFDYAKPEIKKALMSNKYGSEKNSLLHLAAKRGEIELVESILKEEIDIDISNNKSLSPIYLAAEKGHLHVVKLLLEKGANYTPVLHSAIKSNNLELLKTLFKEKSIKLPDEIGRSVPIYYRCIEHRDAKVRKYNNVICIFTSVSAVAIAVYIGLTATTISSAIIFATITGILALIIAIMISEMSKRYIENEFQKKMFMELEECSSTVNDVEIEPAISRVKV*

>WOVitA1_VA1gp20_anyrin_repeat_protein_translation 

MSANLSLELIKCLINQPGLDVNVRGLNGKTPLHCAIEFDELSMVDLLLTKKNINPFVEDNDGKTSLDYAKEGKKAEILQALINNKYGSEEDSLLHLAAMIGEVNAVRYLIGKGVDVNVRNALHHTPLHLAAGIGHAEVVKDFDKRRKS*

>WOVitA1_VA1gp21_hypothetical_protein_translation 

MLLKTRIKNEMERGKLLEAKAKAEIGELVAVEEVKREAFNVARVVRNNLLNIPNRVSALLASLSDTEKIHMALTEEITNSLQELSNAKF*

>WOVitA1_VA1gp22_DNA_methylase_translation 

MNLAIHYYPIRNLVEYERNPRKNDDVVNRMCASIREFGFRIPIVAKSDGTVVDGHLRLKAARKLGMESIPVVLSDNLNGPQTKAFRLLANQSANWAKWDDDLLKVEIQELEDLQFDLKMTGFELEKVQRFLDDFDGEKEDLSDLAVDNKKVTKPGDLWILGDHRIYCGDSSVVESYKALLDDKMADITVCDPPYNVDYGSSQEREDKKILNDNQGEKYELFLYDICSNILAYTKGAIYICISSSEFSTLQKVFEEAGGKWSTFIIWAKNHFTLGRSDYQRQYEAMLYGWKSGNKREWHGGRNQSDLWFYDKPTHNTLHPTMKPVELMERAIVNSSRPGDIVLDPFSGSGSTLIACERTGRICRTIELDSKFVDVTIKRWQVYTGREAILSGTGKTFSKIQEENS*

>WOVitA1_VA1gp23_holliday_junction_resolvasome_translation 

MSILTLDLGKQTGWAILTDGVIESGSKSFHGSRFSGGGMHFLKFRSWLNEMKEKFSNIEAVYFEEVRRHLGTDAAHCYGGFLAVLSAWCEEHHVPYQGVNVKTIKRFITGKGNASKSEVIEAVKKKGVSPRDDNEGDALALMFYLSKDFNSLKMP*

>WOVitA1_VA1gp24_hypothetical_protein_translation 

MSLVPSTELSQPKVLHLHIINNSIYINNIQIISRHSVARLDIMHVLLAQFWQDFKSGLPAEKYKFLNINQLGESLGFNSEIHNLEYKIRRPLNRMIKAIKEILSKELSTDCNDVIENIGWPGYSCKEHGYRLNPFILSLSAANANYRLKVKKSTNVNNL*

>WOVitA1_VA1gp25_leucine_rich_repeat_protein_translation 

*TLVNMYMIKF*QYQI*MLKLM*EN*QIFYRIKKALTSLI**M*RLIVKM*KS*LNLHTLLRLL*GIINLVFKVQDT*V*AI**ISLRLK*VIIILETEVLHF*LAANASQNLLH*M*KTITLLEYGAITMEEI*HSKILLHFM*RAMVKNF*MMK*LSLET*QDKTPKYLYALE*RAK*NLKVLHKNC*PEEKKR*KLL*L*HFLSNVK*CLILKLLVLVLSSVTVLLK*DVWNRIPTGKVSHWYINPERHIDKGAFK

>WOVitA1_VA1gp26_DNA_polymerase_III_translation 

MELGKLNAKLISSNRVLDTLPLARKKFPKSPASLNELCKRFDISLNDRTSHGALIDAQLLAKVYAQLSGYNYAA*

>WOVitA1_VA1gp27_hypothetical_protein_translation 

MLRPFGKIKIFAKNSIVFKLLMFSCFIYTLRRDGFLKKG*

>WOVitA1_VA1gp28_hypothetical_protein_translation 

MAKSCQLGSMGKVLLYRGFREVGKMAKILYIYINIYYAIIHSIYQLREELNIF*

>WOVitA1_VA1gp29_repA_translation 

MVIYCDFNTVDSKKNGSYKLSEKKEQLKAQLLLNIRSCLSYLLPRGIFRGDKFYVGNVQGDKGKSLVVELSGNEAGLWHDFATGEGGDIIDLWAGVNRKSTRIEFPEVMASIAEWFGKKHTRKYKNLEQFLTCSWNYYDENNQVIVIVNRYDLPGGKEYRPFDVKRSKFAAPEIRPLYNIPGILKSDKVVLVEGEKCAEVLIEKGITATTIMSGANALIEKTDWTPLKGKNIIIWPDNDEPGKKYAENAKKKLLEIGVASLVVLNIPQNKPKGWDAADCVLEGMNVEEFVLNNKSPRKSKTIDTTAWTNTAPERKWIIKDWLPVGSVTALYGDGGVGKSLLAQQLMTAAGIGKSWLGIDIQQMRTYGVFCEDEEEELWRRQCAIHKLYQLDMESSDFHDNVCLSSRVWKNNILMVFNNKDVGQLTHYFQELLEDIELFQPKLVILDTAADLFGGNENNRSHVRQFIQNCCGRIAEAIKGAVLLCAHPSDSGIVRKTGTGGSTAWNNSVRSRWYLSKPEKACTCPNDRVLCRMKSNYSASEQDKISLYWHNGSFMQHDVTFDSGRIVRDNYNRKLDLERSRRHDIILELIANEAYKGETYTAAHFAKYFEGKLGLGSERSIRERISHLAALGYIKFFKEALGYKVSSTKSKYGYLCVKDMELKISENQHVLIKPDYYLSPNNGVTLPVENPDVWVIHNSIKQDGKIV*

>WOVitA1_VA1gp30_hypothetical_protein_translation 

MKSMYGGFMQRKEIKGLLIDNIKKCVPYLIPNGHFYRERTYVGNCDEDTITVKIVGKEAGNWRNFTKGISGDIIDLWTLVKGDINSAKKWLNTKENTTEHKITSFSARHYLNDKSPMPKDIIGPRILTPGGLLVIGGTPKIGKSNFLLSMLVHLAAGVSFLGMKPAKPLKIFYLQNEMEYDYIRERLQKLRISKKTLDAGTENLVITKKVQLTLNVEKIKEIMSENLDVKTVDLIVIDSLFDYRSMISFLQNGIDELRSITNPTAGVIATHYTKKVSTTTLKKNPFQALSGANVLRSLYTSGVMIFRPERNTLQLMYELKNGKPIPTKFINMVNGRWIATA*

>WOVitA1_VA1gp31_hypothetical_protein_translation 

MLSDFLTDFNNAKLQSSLIPKGIIVKVKMAIKPGGYENWFTKSYATGSIYLNAEFIVTEGPYAKRKIFQVIGIKSGKASVEGEDIWGESGRSMLRSILESARNIHSNDTSEKAVIARKVNSIADFNGVEFTAKVGIEADRYGEKNKIATVITPEQSEVDWLPF*

>WOVitA1_VA1gp32_hypothetical_protein_translation 

MLQDFFTITQKIPFFSVKEYLDDQSPIPEDIVSPRILTKRGLLVFGGPPKIGKSDFLISWLVHMAAGRSFLGMMPSRPLKIFYMQTEIEYDYMKERLQQLQLDKELLDIAANNLIITPRVQLSLSSEEIDEIKNTVKERFKPDIIAIDPLRNIFNSSEYGNENDNSAMLFFLQKTLEKLRNVINPDASVVLTHHTKKLSKKMLEEDPFQGLSGAGSLRGFYSTGMVMFAHDEESSVRQVVFELRNGERVPNKLVDKINGHWELVDQWS*

>WOVitA1_VA1gp33_methyl_accepting_chemotaxis_protein_translation 

MKIIGRNERLKMQTGTKIVIFGPYGIGKTSLLKTLDESTTLCLDFEAGLLAVQDWKGDSTEIRTWNEARDIACLIGGPNPALRSDQAYSQKHYEHVCSKHKDLLSEVSKYRSIFIDSITVASRLCFSWARMQPEAFSDRSGREDKRAAYGLLAQEMMAWLNQFQHIRDKDIIIVGTLGQYLDDCNRSTWLPQCEGAKTASEIPGIVDEVISMVGIKKDDGTEVRSFVCQTINTWGYPAKDRSGCLNMVEEPHLGKLLTKIKAKAFATAA*

>WOVitA1_VA1gp34_Sigma-70_translation 

MKSKNSFSGIDPIIVKYIKYYASCLNHTNCFIDKSLEDIELELFCEVWPCLSLYDKTRSSFNTFVANLTRRRARNLLRNQLCTKRQINFGIDDNIPDSKYLEDDIMVYIDVKNIISKLPKSHRKICELLKVSTITEAAKITGIPKTTVYNILKQIRDKFSSLK*

>WOVitA1_VA1gp35_hypothetical_protein_translation 

MSILTQSGRAAIAASIKEQSLHLAWGSGDTSWESSHQVEKVFIEGEIALDYHTIKDVRVFTGQTVYQSSIDYIVESSSGIIKRTENSSIPASDKVTIEYIQSTPPEPINSIKLLNELGRRTADEVLFCTGDENGELITPSGRFKPSNVPTNNLFLKFTFDFTDAANQVIRELGVMVGTQVKKKAPPGQRYFEPKDVEDPGILLVLEHTVPLIRTAATRETFSFVVTF*

>WOVitA1_VA1gp36_VrlC.1_translation 

MTLNSYYNRFNPDKEYEKSLFLAGRGLQSAELNETQEYALSKLKGIGDAIFRDGDVITGSNCIIDRETGKVTLESGKIYLRGAVRKVEKEEFVIPLSTTVRIGVYYVESTITELEDENLRDPAIGTRNYQEVGAARLKISTIWGYQAEGLSPRFSEGEFYPIYNIENGVLIEHSPPPQANIVTTALARYDKEANGSYVVNGLEVMFLQKEEGEGGKKIFVINEGKAHVDGYEIELPHSIRISFDEDPDIKSVESEPHTFQPNSQRVMELKVNDFPISEIKKVDITIQKTITITHGSYSGAIDPIPDSAVLEIIQAKQGNVIYENSVDYKLNAGNVDWSLPGKEPAPGSSYQITYRCRTHVSPEDISEEGCKVKGAVDNSLVLIDYTWKMPRFDLITIDSKGVVRRIKGIAHPWRPSMPRAPSGQLLLCYIHQTWKNGEGVKIVNNAIHAVPMNELEAMKKGINDLYALVAEERLRSDANSREPTTKKGVFVDSFFDDDMRDQGISQSAAIVNKELILPIDVTIADIDGGEKTYLLPYELEPVLEQLLQTKGEKINPYQAFDPVPAQITLNKNIDHWTEVTTNWKSPVTRVFNVKETTELLSSTSYEAEFMREAVQDFEIEGFEPNERLKEIKFDGMSIQPTA*

>WOVitA1_VA1gp37_VrlC.2_translation 

MLTANNQGKLKGKIKIPANIPAGTKLVQFYGDKGSYGETTYTGKKTITIEERRRVIAARRVDPLAQTFTLNESRHIGGVELWFINKGKKRVVVQTRETAVGMPSQTVIAESYIEPKDIKVDGTATRITWSPVFCHAGQEYAIVLLTDDADTAVKIAELGKYDSVNSRWVTSQPYQVGVLLSSSNASTWTPHQNLDLTFRLLAAKFSELFHLFNLGKVNANNVSDLIVLTNVEKVAFDTNVEFILTDEEGRENFLSDNLPLALRERLSGELTVKASLKGGQEKSPVLYPGLQLVMGNLSESGDYVTRSITAGSNTKVTITYDALIPGTADVKSYVEQSAKGGEKWQLVNLTSGKPIGENWVERTHVLSNFNGNETRIKLVLSGTVIYRPKVKNLRVIIT*

>WOVitA1_VA1gp38_hypothetical_protein_translation 

MPNNQSKRGYTLPHPENIAVEDVVRIRRAIEKIDEDITEREDKHNQLKNNFKRFRFETFLNFWE*

>WOVitA1_VA1gp39_hypothetical_protein_translation 

MKEAIYQRIKDLAATSTPDQLAYLAKSLELIADKKAIANVVQMTEVKGIIDTLQKRLKDLAVNSTPDQLAYLAKALESIVDKSAVSEIVQMTDRKLKELLDSARKHLTDLDNKKASSLAVISESEKQLLKRIDEKGTTNLSLLDTRKNANIAAINSVGNDHKDGLKGLVNNFRTVNDVPSGSSIMKEVRNRHMIEPGALPFLFGVLSRKNNYFGHGTFTTELGQWSSDITKTDYMLQLLAGTHTYDTSYVSFYRPRQLCFLEGSKGTFIYGESYPRFMYDGFSEQFNMLKYPYAALGVIFVKNTSNVDISKTINFVGSAMWYKDEVNYGGAGLFIGTPDRTNTRKSEISRITWTRIYQHEISSSEFIGLGNIIIPAGKTVTVLLYTSSNLHSEGERVGETPEFFASEHAYSTIYGQFIQWGIYNFRSNFLTTGLEVDVERTLRAWQCPGLDATYKLWH*

>WOVitA1_VA1gp40_tail_sheath_translation 

MTEQFLHGVNVIEVTSGTRSVRTAKSSVIGVIGTAPEADEQKFPLNKPVLIAGSLKEAVKLGKKGTLFSAVNGVFSQIGATVVVIRVKESENSDSKLKESETIQNIIGGVDKETGEYQGIEAFLSSESIVHIAPRILIAPQFTHQLPEDGKNSVVSALIPIAEKLRAIIVADGPNTNDEEAIKWRKSVGSSRVYIIDPWVKVLIEEEILPASPFVAGLIAKVDSEQGFWHSPSNKEINGIVGTSRPIDFTLGNTNCRANHLNENEVTTIIHQNGYRLWGNRTCSNDSKWAFLSVRRTADLINDSLLRAHLWAVDRNITKTYIDDVIEGVNSYLAHLKAQGAIISGKCYATPELNTPANIASGKVFFDFEFTPPYPAEQITFRSHLVSGTIL*

>WOVitA1_VA1gp41_major_tail_tube_translation 

MLPKILKNFNVFVDGRGYAGKIDEITLPKLTIKTEEYRAGGMDIPVNIDMGMEKLEADFTFSEYDTELFRLFGLINGNSVSLTLRGGLQGSGNNDIEGVIINLRGIFKEFDFGSWKPAEKATLKCTVAAHYYKLTISGNELIEIDAENMMRKINGVDQMALLQTILGI*

>WOVitA1_VA1gp42_hypothetical_protein_translation 

MALSKFLDPKNDIAFRRIFGTEKNKDILIHFLNDILNFTGKNAIQDIEFLSTIQDPEIASKKQSIVDVLCRDSTGVQWIIEMQVAKTKGFEKRAQYYAAKAYSRQADKGDQYHDLKEIIFIAIADCILFPDKSEYRSKHTIRDEDTNEHDLKDFYFVFIELPKFPKTKEDQLSNIVEKWVYFFKYADETGEEELERIIGSDVIIKKAYEELNRFNWSEKEFIAYEQEVKRIRDEQAALAQKLDDAKKEGKIEGKIEGKIEGKIEVAKAMLTNNVDISTIVKCTGLSVDEVQELIQVEEK*

>WOVitA1_VA1gp43_hypothetical_protein_translation 

MQAITLNNPITVDGISVSELTVRRPKVRDYLAIERLNGSDLSKEVTLTANLTSVAKEAIEELDIADYVKIQEVLKDFFSPIIQKT*

>WOVitA1_VA1gp44_tail_tape_measure_translation 

MSTLSIKIGAVLDGSFSTVIKGSSSQLSNLGENIRKLDSSLKSVSKFKQLGSDVLTSRRSWKGFEDQVKSLAKQMKAVEKPSKTLKAEFDKAKFSATKAKEAYLKKRDALHSFNEEARKSGRNVQSLIKDQHKLGASVSMLKSRYSKLSTAIKDRDMFLGRKAYFKSQMVETAALALGFATPIKVAIDFESAMADVKKVVRFAKDEAAHNQGAVEFGQILKELSRTIPLSAAELAQIAASGGQLGVPKEDLIGFTTTVAKMSTAFDMSAEEAGDSIAKLANIYGIKVADMERAGNIINHLSDNSAAKAGDMVKALAVVGGSAKQFGLDIKETSSLVNAFISLGKQPAKAATAINALLSKLQTAEGQGKEFKAALEDMGIAAEEMVQRIGENSQDALLYFFETLEKVDKQERSQILLNLFGQEYQDDIALLVGSLKNYKDAINHLADEKKFEKSMQEEFNNRAATTANNLRLLRNAIAEVGMNLGSVMLPPLKWISSLLREITNPIARFAEKFPVITTGIMSTIAALIGLKVLVVSGGYAWNLVRGGMLAFSVILHGVLKPALISLATYAIPAVITGLSVLKATTLSLAMKAFPLLSSVLPAVVTGLRAITLAIMSNPIGFLIASLVTGAALVITNWQKVKNFFSSIWEYIKSIIKPIEEMFSWMGNTVDSVFGKFAPLKELEKRKSIVTETKAVHTPLKNNIFSNGNPLLSNSIIKEMSKRRKNNKSLIKEKKSTENDKILVDFARSKFENKEEKTLNKTQHITHNYHINIRAEPNQDVRSLADEVIKRIREKSQDVMFDTVDPVY*

>WOVitA1_VA1gp45_hypothetical_protein_translation 

MLSFGTYKISPISLKYSKENRWSVIECIGNMPLLQNVGQGVENIDLEGIIYLHSSKNLSQLKNIKEAEEPHTLVDSMGNVLGHFLITRLEEKQTSFFPCGLPKKVEFNLSLKRYS*

>WOVitA1_VA1gp46_tail_X__translation 

MTIYYLAKENEMLDYICWKHYGFTSGAVEIVLKENPGLAEHGSFLPVGLRIKLPVIEKPLKRSTLKVWE*

>WOVitA1_VA1gp47_late_control_D_translation 

MQPEFIIEGYELAKDRLVSMHVTDESGTIEDIAEICVDYRDDNIKVPKELKIALGYRETEVLPIGVYRVNEITVQSPPKTLIIKAHATNLMISLKEKVSREWHQITLGNLVKEIANKHGYGYKVAEEFKDILILHIDQTEESDISLLTRIAIEREAMAKLAGGYILFIPKGAAKSATGKALGTTTIRPQDTINWKVHFTVRNKYNSVIAKWHSYEKGETISERVGSGEPSYAIQTIYPNAESALSAANAKLKQLKRNNAVLDVTMPGNPELFAEAKLNLVGFNQDIDREWVIDRAEHTLNSSGYRTALSASFSNYV*

>WOVitA1_VA1gp48_ankyrin_repeat_protein_translation 

MLNMSKKQATLWFILVIICVVITYYYQKSKAAEEYQKMLEMSAKNCDLETVKSLVKKSRDDSSISKKALYYASEKGCLEIVTFLLDEGMDINTISLALLDAAEGGQLEIVKLLLERGANPHVVDWKGRTAKTIAMKRSSYSGNKKSYREIVDLLAEAEKNYKTEK*

>WOVitA1_VA1gp49_hypothetical_protein_translation 

CRTKKSQLQ*LSRY*YKQ*HLYGGYPS*TQGYNFTINLLNMV*WKRCLYLRKG*KIFPRNWMNSKLI*STSN

>WOVitA1_VA1gp50_phospholipase_D_protein_translation 

MMPLIPPPSTERMYFFMIRYLLILLTCSLLSGCVTCPKTTVCFTPRENCAEQITNAIDQAQKSILIQAYQFTSKPIAQSLIRAKKRGVDIRVILDESQVSSKYSVINELFRQKIPIYIDYKPAISHSKTMIIDEQKIITGSFNFSDAAQKRNAENLLIITGDPPLVEQYIKNWKDRQSQSDAYTPKVAE*

>WOVitA1_VA1gp51_patatin_translation 

MKKYILSVDGGGIRGIIPAIILAEIEKRARKPIAEIFDLMAGTSTGGIVVAGLCKKDKRGNPQYSANDLVELYQKYGAYIFKSSFFRQSILSWFNCAQYPYKNIESILEKYFGDDTLQNTLNNVLLTSYDIHNNRPFFFKSWKEGNIKLKDALRAATAAPTYFIPKHLKIDQINRVLVDGGVFANNPAACAYASGKRLFPNDDILLLSIGTGRTDRSIEYANSKRFGKIGWIKPLLNVMFASGLDCVNYQMNQVIGNRYVRIQSQLKLASADMDNITSKNIKSLQQEAKAMIEDNQKVIEKFCTEVLNI*

>WOVitA1_VA1fl1_putative_transcriptional_regulator_translation 

MFASVGKTAFRGFIYDNSEHIGSVNYELGKKIEGCRIVQGYTQAKLASKIGLTHKEIHNFELGCKAITIKESYIIAGALSVNVVDLLPGPTVLRENGWYEDEDKEIVYLTKIHREIKDQELRKKLYPLVRFVYISEKISQEEAKIEVARNLVKEGVSVDIISQVTRLSTYEYDDIEKEICTDSILYKVGKRIKEQRLIREYTQEDLANKIGSTPKEIHDYERGYTDIPIEILYKIAKTLSVNIKALGLTEYENEPVLRFIGKCEKIEDQELLDTVARSLSKGMQTGKEKVKKAEKIKIAKDLVKEGVAIDIIVRASGLTADECEN*

>WOVitA1_VA1fl2_putative_transcriptional_regulator_translation 

MVLCMEKSLDYEVGQKVKNWRLERGYTQKDLAEKVGVKYWAILQYEKGNRKIPIKKLYAIAEALSVNVKGLVCGETLPNEKRYFEDEEILNLVKGYKDKELSEVFYLLTKFIRLSEERSRKAVKMEVARGLMKVGVSAHVISRTTNLSIGEYEENKIPVPYKVGQRIKEWRLIRGYTQKDLANKVGITNQGIYEYEQGRSAVSLEMLDEIAKVLSISIIDLLPESDEDSEAEEKLSKLIEEYKKIESRELRNVLIKSLLEGIHVCREKVREAKKIEVARNLVKEGISVDIILQTTGLSNYMIEKFL*

>WOVitA1_VA1fl3_hypothetical_protein_translation 

MGNKIIVPFDDQEGGTYELNIDLDRLSKGEVLNAIVGIGRTNTFVSKINKAKKPEEIAPFPGREVRENKINYGKGFDYVYGTKPVSDQEDKNPFASALKKIKPSAEKLSWFKSAVVRAKSPNELHKVVDEALAAGARLNACNDGEWSFAEYVILGTHFHKFDKADRKKLIRKLMLNGAEFHDTLLENKLIGEIYNELQPEVQPQIDERLEELEKAGESAVQEGELIDVEIDNTTSYIEFSGDSKVEVAKILEAKRELGSNILKIGNDAVEVKSEKGGIRNYIDMSDESSIILEFPTSIGKLNIILYHDVKKYDQVQVRVENKEMWSKLQERGEEIGKNCLFGGVKLQEAVEKGNFTRCGIWNEKYAIKEVSNNEVLSPWVNRIRAGSKETFREL*

>WOVitA1_VA1fl4_DNA_repair_protein,_radC_translation 

MNNKKDRREEIEFRALESNGKALLDREVIETFLSAVHDREEARIIARKLIDNFGIGGVLGQEIDDLKTIEGITDSTVAVILCLKEAAKRVPREELKKGPVMDNLETIVKYLRVSIGYSEEEKMKIIYFDQKCRLKGEEVFTGTVDKVPFYIREVTRKALIRKATSIIISHNHPEGRLKPSDEDEAVTKDLAKACQTIGIRLMDHIIITSVGYFSFKEQGLL*

>WOVitA1_VitA1fl5_putative_transcriptional_regulator_translation 

VKKENKCSNFLDYKVIGQEVRNRRLAKGYTQKDLAKKIDTTYQVILQYEKGTRRISIKKLYELAEALSTTARDLACGQEVSNEERYEEEEILNLVRRHKEIKDQELRETFYLLTKFIRISEEESGKAVKVEVAKGLVKEGVSAHVISQTTSLSIDEYDNDEKKISIPYKVGQRIKEWRLRRGYTQEDLASKVGIINQRIYEYEQGRAGVSLEMLDEIAKVLSISITDLLPETTENENSEVELSRLIEEYKKIKSQELRHVLIKSLFESIQVCKEKVKRVEKMKIAKNLVKEGISINIILKTVGISLDEIQQI*

>WOVitA1_VA1fl6_mutL_translation 

MAIILLDTKTINRIAAGEVIERPASVVKELVENAIDAGSSEIEIKIESGGRNLITVTDDGNGIEKDDLELAFMRHATSKLSDSELIEIKHLGFRGEALPSIAAVSRMKLSSKASGAKEAWSIRYEGGEKIREITPCSLLQGTYIEVRDLFFATPNRLKFLKTERAETQSIVDIVNNLAMINYSIGFTLTSGNKKLLKYVKQTSLFNRLCEIEEEFQSNSLEVKEEEEGIKLKGHICKPNVNRGNSTQIYTFVNGRPIKDNLLVGAIRYAYHDFIPNNRYPFAVLHLEIPYDQVDVNVHPNKSEVRFQNKRLIYEIVRRGIIKTLSTRFAAGDQGIEEELIFNDSKSQEQVDSQEKKDQKEFYEKRPSLLENRLMKEFNAPDERRQSLPETFKYGESPPQKGTMVLERKQIDLVEDHPLGYARCQVHNTYIIAESGDRLIIVDQHAAYERLIYECLKQKSSIKRQKLLPETVEIKNQAGMGMVKTYKDELFEMGFDIEIQSEDKVTIKEIPAILGTIDIKEMLVDIVDKLMEMEDTLPIEDKVNKISATIACHGAGRKMKLEEMNEILRQIEKTPYSGHERPTYIEMKLSDIEKLFERR*

>WOVitA1_VA1fl7_ankyrin_repeat_protein_translation 

MFTNRISNNLDQLQFFVEFLNENYETQKHLSLTPLHLAAGNGQLDLVNTLLGEGLDINSEIKYDGFTPLYFAIAKNRLEMVNFLIAHGADVNHKTILGFTPLSFASQQGYLDIVNTLIANGADLSTKTDKLNTPLHLAAENGHLDIVNVFIENGLDVNAVNNDRARPLHSAVQNGNLEVVKALISQGSDINAGSSGIGNRKVDANITPLHLGTQTGRLDIVKVLLEAGANVNAKTDDKITPLHLASQNGFLELVDILLKAKSNVNAKDYENLTPLHLAAERNHFGVVKSLLLVRGIDVNAKDHDNSTALHIGSQNGHLEVVKLLIEKKANVNAKKNEGFTPLHLAMQQSHFEVSDFLIKNGANINTVDDQNWTPLHNAAYNGFSLKIVESLIAKGANINAKMDDGRRALHLAAEHNHLEIMNFLIENGADINALDNRSWTPLHCAAYDGNLEVAKSLLEKGADINAKTVKSTTPLHFAVDHDHLEVVELLLEKEADINALDHTNWTPLHFAAEKGYDQIAAILLKHGADVNVKENQNKGTALHLAAQYGHPKVVKTLIISGADVNAKMDKNATPLHLGAQIGNLDIVRSLLMSGAYFNARAEGGRYVLPLHFAERRGNPEVIKLLKLVEKLFKAIEDNNYLGIESSIRDGAIIDSKNVDGRTPLHYAVNNGHIKVVNILLANGADATKVTNKGNTPLHTAASKGHKEIIEALLQRVSHNKLSDFINAKTIVKGTTSLHVATENSFFEAVKSLLKHGAIYNIKNKEGKTPLDLSRDQNITNLLKLVEELFEDAKNGNVEIISKLKAIKPDECVAVTNARDDQGKSLVQVAVINKHSNLASRLLEILKSPNQSLQDVSVENRVKSLKL*

>WOVitA1_VA1fl8_ankyrin_repeat_protein_translation 

MLNNNINKELEKAVYKRNLEKVKALLSAGANANLRVERNRDTLLHTTSSIEITKELLLGGAEVNARNMYSETPLHSAITLGKELELVRELLKHGADVNATNRKGNTALNHAVKKSGKNLGVVKELLEYGADINIRNRERRLYDNCSTSLDNAVSDLACAKLLIKFTLVRNFNKDYGKIIDLSPYKGCSNYSKLSSYLDDCVCEILQMKTDEIKDSLPLYEFVTNNFNIHVLWNNQLSVRLAKIDYSIRYPIYNDIILDKVKPFLERADLLNKLSKIQFYTKLDVADQDAKEKKIILDHDSTYNITEYLSNDNLLNFIVAFDDSNKRTFQSLSFLNNLVEPSTRLYETSISNDTKRARLE*

>WOVitA1_VA1fl9_ankyrin_repeat_protein_translation 

MHVSKQQTSFYQEDKQFLSRSYTSKEEFIREYKKLYCRKAKAKELYLLILTELEEAISGGKVDSLKKLSNFIDYISDAEDQVTLRDYYDNANNPVKSTNLVILACKHNKVKILEYLLGSNSKILSNLSVGIRETTILPDDEDETCHNAFYYAIRSGNVELLDTLINKWPGNYFAVHFRELDEILSRAYEELKLKNVLLSEEIEIFVENKLINLRFFSSASGQNQNVKSYLNNIRERIELVLQNVSLLKAEYSNTEKVDEKFLFIAKFIAQNIHILKRQLKSTYDRLPWEEMEFCLVSFIFSHTKRQEINLFYHTVLNKSKILNYLENFVKKLETEKDIIEGVNIGKIADLPKLKREKVVAEIISNYPQFEELYNDYQQIRDIHSLEKISDYIKLALSANPKEREGQLIITRVLQVIGEYLKNTLESPKLSSTTSELLLLSLPKNTREVIIDLRNSLSHAYSLSRRTEIEENTDVNFFIGVQNDTKKVGDVITSILYDNKIKTVRILLKKIINSENLDEIKEVTKAFSNAKLDEITSGNFVTMEHEKLKKLIAELSNSVTEKTSHEQELFNKINNIINCAGTQSENIRTDYITGFALLKSLSIGFSDNKIDHNVIRGMKFRANKTLENIVPRIESHSLKEIAELSKKISHSVKSRIQEDNLDEVNRLTCEIFYIAEFGTGDIKWIEELREKLNEKGSFIPAYKQKKTYNITEEKYNNQLALKLSELKSILRNNALSGKLIEKLPSYKSNKKLQAVVEMLVLDIMSILGSSKNYLENNLLFLDENTPLLTGKCLRNHLAHDNALVDVLLSDPSIAVILNAKKLTSENIMKSKKKVGKLVRDDPSKLKDKYDQGLITITNQERMFVALEEGNLEDLKSYLKKGADINARSINLWTTLHFAAKGPSLEIVKFVLNQNLDVNVKDINGQSPLQIAAAHGRKNIVKFFVGEAGLYVDDADNHGKTPLHIAAQNGHKDTVEVLLKNKASTVTQDMSGLSPLYYAIRNNHVNVAKVLLEKDTNVDINEAMGGFTPLHEAAESGHLELVNFLLQNKADVNARNDRDWTPLHAAAFNGHLEIVNALILKGANVNASVINGCTPLHYAIENGHEKIANILLKHGAHVNVVDKTYNNTPLHYAAKDGHEKIVKALLTNKANASIATVEGITPLHFAVQSGHLKIVVALLEHGVNIRAKDKNNATPLHYAAESGHKAVAELLIKNGVEINDKANNNLTPLHVAALKGYKDIIELLIRNKAEVRAQDIKGSTPLHAAAMNGSKDVIDLLIKNKAEVDARTNDGMTPLHSAALNGRGDAVVFLIKNKAEVNAKANYGLTPLHAAVVEDHKDVVNLLIKNKAKVNAEGIAGSTPLHVAVEAGHKEIVEILVANGANVNVKSNNLTPLLSAIKYNHKEIVEVLIANGASVNVEGGEPLLLAVLAGYRDIVEILLRNKAYVNTKGPENTTLLHLAAKRGHKEIVNALITKGANVDAMTINGTTPLYLAAQEGHGEIAETLIANRADVNIVNVEGAPLHIAAGHGHDNVVEVLLSNGAKTNVKDNKSRTSLELAVSHGHLQVVKMLLQYKKVDMNAKGNDDWTILHIASQESNLEMVKCLVDEGSNINAKNASGSKPIHIAAREGYKDTVEFFLSKGLSINELGTANQTLLHYAAMKGRLEVVKYLIAQGADVNAKDTNGLTPMHIAANFGYKDVIEVLLKNGAVYNAVDKLCRRPLEMTNDKDVINLLASTEKLFEAVKRNSSSEVENYIKAGAFVNAKNADSVTPLYYAAWKGYDGVVNILLQNKANPNVVGNKGFTPLHYAAKFSHLKVVKALLSNGAVYNAVSDSGKTPSDFTVDKSITSLFKLVSESFKKVKDGNAQVINDLNKIKDIDTVKAVMSARNRENKTLVVAAVHSNFSKVEQLKQISQSDVSAQIDTALVLLNQGNYQKALSIFRSAFERRKEILGPDNPGTLDIQTYIAKVLYKQGIYQEALNMLEEIFQKQKEMLGLNDKDTLSTRSTIALVLHRQGKDEEAFNIYQEVYQRQKEILGSNHSDTLNTQFHMALVLDKQGKYEEALNINRAVFEKRKETLGTHDLATVSAKNNIAMVLANQGKYEESLKIYKEVFEKKKIILGINHADTLRTLHNIAGVLFNQNKYHEALKAFQEVLNIQKKALQQNHPETLNTQYNIANVLFAQGKWISALKVYRESFDQRKAVFGPSHPSVLDILKKIEMINFRFKLEGSEASEVLQHLQKDINIAASKGDIRTVQRLLKDGADANDKDIDGRTPLHYAVSNGHIDIVNILLTNGANVSQVTNKGNTPLHTATSKCYKEIVEVLLQHISRDKLNDFVNAKTTSSGTTSLHVAAKGGSLEVVKSLLKHGAIYKIENKEGKIPIDLSKDQRVTNLLKLIEELFRDIKNGNVESISKLRAVKPDEFLAITNARNNQGNTLLQVAIANGHKNVAGKLLEMLKKPDQNLQDVNIGSGVKSLKL*

>WOVitA1_VA1fl10_ankyrin_repeat_protein_translation 

MLGNDNTSYSLIYAVREGRLERARELINSFGLSYSQAWSEGYVLLRDAIENKHTAVTKLLLTNGSKVNSKNKKPSNTPLHFAAINGDIEIVKMLLDRGANIDAKNQYGRTPLHNAIENKKMEITELLLNRGANINVRSNDGITPLHIAAEREYLQIVEYLLKYGAYVNCVCTSTWKKGYAPLHFAVEKGSKEVITLLLSRGANVDVKGEDSITPLHIAAKKGYMHIAEDLLNHGACTHSFTLKEGYTPLHFASELGNEEAVKLFLNKGADINASTNSNLTPLHIATKTGRKTVVKLLLQHGAKVDNQDKDGKTTLHLAVEKGYLMIVEDVLKYCPDINHQSNRSSLKIAVHGYGEEYKKIVEALLEYGLIVNPEDANNPKLLHAAVEKGYLKIIEDLLKYGADVNTLYNSTFKEGFTPLHSAAKNKQEEVAKLLISYEADINAQDKTGKTPIFYAIENADLKITKLLLTNRANIKDSPDLLNIAVKKKCIEIVEALLQHDTDINASDKYGRTALHFTALSESEGFFGFLTNEDPDINIKGEIAKLLLSKGANINAQTKNGITTLHAAAQKGYTKVVEALLEYNADVNSTVKSDITPLHLSAQQGNEVISKMLLNKGANANAKQKDGITALHIATQKGHKEVVKVLLECGAKVGSKIKSDITPLHLAAQKGYQEIIETILKFGADINSRDEYGRTALHIASKEGHEEVVTTLLEYGSDINITSRNNHTPLDSAMVGIRSFYSQLNNYDSDDDGYYDRDRGVCSCEVTAEALKRHIVKMKTANLYVSEKNLLSMSISGEISGFQDECEEEIARMKSEKINNPNISFYGILAKGTSSLAIYMRDENIVQVLKSDDYKTKFPIYASMIESHFRKGMERKELLEQGNKIFHFLFNNFPELPYDCTEKIFSYLSNEDLRILIDACKPLSISNPNTNINNVVITSSTSQVQYV*

>WOVitA1_VA1fl11_heat_shock_protein_Hsp20_family_translation 

MSNIVHSNKNNNCDNFSVRGLQRAVDNIFDSFFTGWDSELSRRGSSLLPAYDFYETKESYCLSLELPGISKESIDISISGDSLIVKGEKTCNNESKDKQFYHRERYYGSFYRSIQLPVNVEQDKVSANFSDGVLHVTIPKSEKHIKRIDVK*

>WOVitA1_VA1fl12_hypothetical_protein_translation 

MSEANPIVTLKAKIKEFGFSELKASESNKSANSGETMYFDFPRMNFVINGKIIDTVLTSALMEGAQYRKSNLFNSYDIYSTETAREKQREIDTDYGRAFVDSVLKDLEKELAHNALCELWKSHCKNSEIPDYQKTTSYGKDFERFYNAGRGHLHLLLKVGDENKNYRPFVKEVFKEMFQYAESSVPNDPILEEIITNCNQAGYEFAVSIPILESSLLEYGLKGEYSKNKTMCIDCADPISTKVKSDMLVFVTKFDNPGEKICDLSTSLEFVLESQDGKDGVTYKDGKLLLTIPKELKNYKGESRNLFDVIKEYFQKFCEKLGFKFEIKTQKIEHDLDDLLKVNSHLESLRPPICSNNYALGH*

