Supporting Table 7

	Gene/Region
	Primer 1 (5’ – 3’)
	Primer 2 (5’ – 3’)

	Recombinase gp1 to CHP gp2
	TTACCTTTTAATCTGCAGATTGGCGAA
	ATGGAAAAAAGGAGTGGTAAGGCTCCT

	Recombinase  gp1 to CHP gp4
	TTACCTTTTAATCTGCAGATTGGCGAA
	ACGCCATTGCACTCTGCGTGT

	ANK gp3
	TGCCAACTGCTGTTGCGCTTT
	ATGTTAAAGCTTGGCAAATTTAATAAA

	CHP gp4
	TTAAATCCCTCTTTTCGCTACCTCATC
	ATGAAGTTTAGCAAAGAAAAGAGAGAA

	TailI gp5
	TTAACTTATTACACATATTACTTGACT
	TGCTTTGTTGCGTTTGGGGGT

	Portal gp16
	TTATTCTACTTTATGGTTAACGTCAGA
	ATGCTGCTAAAAACCTTCAAGCAATTA

	CHP gp17
	TTATAAAATTCCTTTACTCGTTGAAAA
	ATGTACAGTGAAGAATATTTAACTCAA

	Terminase gp18
	TCACTGTACATTTTGATTACCAAGCCA
	ATGATCTATGCTACATCTTTTTCTGAA

	Ank gp19
	TCATACCTTAACCCTACTTATTGCTGG
	ATGGGACAAAACTCAATGAAATTGTCA

	Ank gp20
	TCAGCTTTTCCTTCTCTTATCAAAATC
	ATGTCTGCTAACTTAAGTTTGGAATTA

	CHP gp24
	ATGTCGCTCGTTCCATCCACTGA
	TTATAGATTATTGACATTTGTGCTCTT

	CHP gp27
	TTAGCCTTTTTTTAAGAAACCATCTCT
	ATGCTACGACCTTTTGGAAAAATTAAA

	CHP gp28
	TCAAAAAATGTTAAGTTCTTCTCTTAA
	ATGGCAAAAAGTTGCCAACTAGGTAGC

	RepA gp29
	CTATACTATTTTGCCATCTTGTTTTAT
	ATGGTTATTTATTGTGATTTTAATACT

	CHP gp30
	TGGGTAAAGAAGCTGGAAATTGGCGT
	AGCTGTAGCTATCCAGCGTCCGT

	Sigma-70 gp34
	ATGAAATCTAAAAATTCTTTTTCAGGC
	ACACGGTGACCTATGTAATTCGTCCA

	Tail tape measure gp44
	CGGCTGCACTTGCACTTGGG
	CCCAAGTGCAAGTGCAGCCG

	Tail tape measure gp44 to RadC fl4
	CGGCTGCACTTGCACTTGGG
	TGCAGTGCATGACAGGGAAGAAGC

	Tail tape measure gp44 to MutL fl6
	CGGCTGCACTTGCACTTGGG
	TCGCTTGCCATGGAGCAGGA

	Minor capsid gp15 to methylase gp22
	CGTTCGCTCTGCAAGTAACTCCATTAAA
	GCGGTTCTGGCAGCACACTGA

	Leucine-rich repeat gp25 to DNA polymerase III gp26
	TGAACTTTAGTGAATATGTACATGATA
	TCATGCTGCATAATTGTAACCTGAAAG

	CHP gp27 to RepA gp29
	CTATACTATTTTGCCATCTTGTTTTAT
	ATGCTAGGACCTTTTGGAAAAATTAAA

	Methylase gp22 to CHP gp30
	TCAGTGTGCTGCCAGAACCGC
	TGGGTAAAGAAGCTGGAAATTGGCGT

	Leucine-rich repeat gp25 to CHP gp28
	TGAACTTTAGTGAATATGTACATGATA
	ATGGCAAAAAGTTGCCAACTAGGTAGC

	Leucine-rich repeat gp25 to RepA gp29
	TGAACTTTAGTGAATATGTACATGATA
	ATGGTTATTTATTGTGATTTTAATACT

	Methylase gp22 to DNA polymerase III gp26
	TCAGTGTGCTGCCAGAACCGC
	TCATGCTGCATAATTGTAACCTGAAAG


Table S7. PCR scheme and oligonucleotides used for PCR and sequencing of WOVitB.  

 PCR was performed for individual genes that were absent from both assembled contigs and raw reads and genes for which only partial sequence was obtained.  PCR, Sanger sequencing, and mapping of raw reads were used to bridge gaps between contigs.
