Dataset S3. WOVitB Segment 1 ORF protein sequences
The amino acid sequences of the open reading frames in WOVitB Segment 1.

>WOVitB_segment1_Vbgp1_tail_I_translation 

MDNRRIWFRRDTALGKREKKSDKRRGRISAFKRNTCITKNSTKMGKYRRYYM*

>WOVitB_segment1_Vbgp2_baseplate_J_translation 

MQQPNIIEPLNFEEIFSRMKEELVKSFTALVESDPAIKVLEVAAWRELLLRQRINESVKSNLLKFATGEDLDNLAEFYGVERQKEEEDERFRRRIKAKIVGSSKGGSKEYYRYHALSADRRVKDALVESPIPGKVQISILSTQLSTTDIASEELLEIVKKQVTRDDIRVLTDTVTVIGCNITEIDIHSRMSISPVISEEEIKKQFIKKFELAKRLGWSVTRSWIIANLFVDGVENVELIEPKEDVVVLGNECANLRNLKIE*

>WOVitB_segment1_Vbgp3_baseplate_W_translation 

MKGMNAKTGKALEGIEHLKQSIIDILTTPIKSRIMRRDYGSRLFELVDKPINRDLTLEIYAATAEALGKFEKRFKLEKVKVEGVKEGRVTLNLEGVYLPEGKFININGVVV*

>WOVitB_segment1_Vbgp4_PAAR_translation 

MSKAVVCIGDHCTGMPIHVCVSGSEDVFVNGRPACRKGDILTIGEIVTQGSNSVFVNGIGIARVGDTVSCGFKVIGGSSSVFSG*

>WOVitB_segment1_Vbgp5_baseplate_V_translation 

MLESNFAISELQRKLANIVRVGLVKEVDYEKAKVRVKIGDIVTDYLPWTTSKAGKDRDWSPPDIDEQVLVLSPLGELSLGIVLPGIYQEKYPAPENKKEINSIKFQDGTKFTYDKGKHHLEIEVADKITLKAGKSSIEMTKGSIKLKARRIDLN*

>WOVitB_segment1_Vbgp6_hypothetical_protein_translation 

MNFKDLHQAICTKLKEEISAIQTCEIYPSIRKELLAPAVFVELSSLEKGNDPGTEELALKARFEARIVIDSTIENAPIIVRTLAAEIAKVVNKNTWKVKNVSPGEFISAEIDGFRPELDAYLVWLVEWSHQLHLGKSIWTENKIKPHTIIIGENVRE*

>WOVitB_segment1_Vbgp7_hypothetical_protein_translation 

VFDIKTNNNINEIISNIERKEQKIRLAAIKALNKTAIWLKSKAAKEISEEKRIKLSLIRKRLRIFKVKTSRLEVLIRANLYDIRASTIGKIQKTRRGSKVGKHEFIGGFAAVMPKGNSGMFKREGRAALPIKEVKLPLEPEASKVIRDLVNYEVEKVFEKFFERDITENV*

>WOVitB_segment1_Vbgp8_hypothetical_protein_translation 

MNIGKLLKDCFEHLGVEAIYCNKNKEAIRKIKVLIKRPETTYSLGADGALTQQIASIEICSEDVTSFSIGNYIKIEKRFYKIFELPLKDSSGKILKIEAIESV*

>WOVitB_segment1_Vbgp9_hypothetical_protein_translation 

MQNPFTNTAFSMTALTNAMNILPINYGRVENLNLFPSRSVRFRHITIEEQNGVLSLLPTQLPGAPGAVGKRGKRKVRTFTIPHIPHDDVVLPEEVQGIRAFGSESELKALADVITDHLQLMRNKHAITLEHLRMGALKGIILDADGSELLNLYNEFEITPKVVNFALGTATTDVKRKCLEVLRHIEDNLSGEYMTGIHALVSPEFFDALTSHVKVKEAYERWQEGAALRNDMRSGFTFCGITFEEYRGQATDPEGTVRRFIEKDTGHCFPLGTASTFTTYFAPADFNETVNTLGQPLYAKQEPRRFDRGTDLHTQSNPLPMCHRPGVLVKISSS*

>WOVitB_segment1_Vbgp10_hypothetical_protein_translation 

MAVKLKEKRRKENMTCITEQNNLGDLLKYEASSLYSRDQITVAKGQNLKLGTVVGYDTKDNLIKALNPTATDGTQTAIGVIASDVNAKENSKGVIIARGAMLADHAVVWPANITEEQKAAAIKQLEARGIIIRKGA*

>WOVitB_segment1_Vbgp11_minor_capsid_protein_translation 

MPVRSSLNYYTLYNSKQPIFKNSKYFHINPKGIAIIRIYGVLTKKTEAFDHILDMTSYENIHEEIESALEDKSIETILLDIDSPGGEVNGVFDLADFIYSARGKKRIIAIANDDAYSAAYAIASSAEKVFVSRTSGVGSIGVIASHIDQSRFDEKQGIKYTTIFAGSRKNDLNPHEQMTSESLESLQKEVDRLYEMFVQLIARNRNLSIQAIKSTEAGLYFGEKAVEIGLADGVTTFFEFINNHKSRSVSMTTDELIEENYRREILEIIRLCNVSKMPEKIGEFIEQGVS?EKAREVLMELLAERTKKTEILSAIPQNSGEELMMQVAKARAQSSI*

>WOVitB_segment1_Vbgp12_ISSod13_transposase_translation 

MQDECYNIIFRKKIYTSLAELQLDVDHWVHSYNRSRPHSGKYCYGKTPMQTFFDSMHIAYQKNIDSIKQDADFGFDFVNSSVS*

>WOVitB_segment1_Vbgp13_ISSod13_transposase_translation 

VSDMNTTQEKILKPKLGLLELAKQLGNVSQACKVMGYSRDTFYRFKELYETGGEEALHEISKSKPLYANRVSEDIEKAVVEIAIEFPAYGQERAANELKKRGILISASGIRSVWQRNDLENFKKRLKALEAKVAQDGIILTEEQITALEKAKEEKEAHGEIETEHPGYLGSQDSYYVGNIKGIGRIYQQTFVDTYSRVAFAKLYTERTAITAADLLNDRVVPFFDEQKVSLLRVLTDRGTEYCGRPENHAYPAIFRGRKY*

>WOVitB_segment1_Vbgp14_hypothetical_protein_translation 

VKITQTEWAREIGVSKQYVCYLVKKGIVELEDGLIDREQANEAVAAIRDPSQPLRRKNPESTSNLSTMLLKTRIKNEMERGKLLEAKAKAEIGELVAVEEVKREAFNVARVVRNNLLNIPNRVSALLASLSDTEKIHMALTEEITNSLQELSNAKL*

>WOVitB_segment1_Vbgp15_putatative_DNA_methylase_translation 

MNLAIHYYPIRNLVEYERNPRKNDDVVNRMCASIREFGFRIPIVAKSDGTVVDGHLRLKAARKLGMESIPVVLSDNLNGPQTKAFRLLANQSANWAKWDDDLLKVEIQELEDLQFDLKMTGFELEKVQRFLDDFDGEKEDLSDLAVDNKKVTKPGDLWILGDHRIYCGDSSVVESYKALLDDKMADITVCDPPYNVDYGSSQEREDKKILNDNQGEKYELFLYDICSNILAYTKGAIYICISSSEFSTLQKVFEEAGGKWSTFIIWAKNHFTLGRSDYQRQYEAMLYGWKSGNKREWHGGRNQSDLWFYDKPTHNTLHPTMKPVELMERAIVNSSRPGDIVLDPFSGSGSTLIACERTGRICRTIELDSKFVDVTIKRWQVYTGREAILSGTGKTFSKIQEENS*

>WOVitB_segment1_Vbgp16_holliday_junction_resolvasome_translation 

MSILTLDLGKQTGWAILTDGVIESGSKSFHGSRFSGGGMHFLKFRSWLNEMKEKFSNIEAVYFEEVRRHLGTDAAHCYGGFLAVLSAWCEEHHVPYQGVNVKTIKRFITGKGNASKSEVIEAVKKKGVSPRDDNEGDALALMFYLSKDFNSLKMP*

>WOVitB_segment1_Vbgp17_hypothetical_protein_translation 

MSLVPSTELSQPKVLHLHIINNSIYINNIQIISRHSVARLDIMHVLLAQFWQDFKSGLPAEKYKFLNINQLGESLGFNSEIHNLEYKIRRPLNRMIKAIKEILSKELSTDCNDVIENIGWPGYSCKEHGYRLNPFILSLSAANANYRLKVKKSTNVNNL*

>WOVitB_segment1_Vbgp18_leucine-rich_repeat_protein_translation 

VNFSEYVHDKVLTISDINAKIDVRELANFLQNKKGINELNLINVEIDSKDVKELTKLTHLTSLTLRNNKLGFQGAGYIGLGNLINLTSLEISNNNIGDRGFAFLIGSKRFTKLTSLNVENNNIVGVWRHHYGGDIALKNLTSLYVEGNGKKFLDDEVVILRNVTRQNTKVPICSGVEGEVKSEGATQKLLARRKKAVKTTLTVALSKQREIVLDTETTGLSVKFGHRIIEIGCVEPYSNRQSIPLVHQSRTAYRQRGI*

>WOVitB_segment1_Vbgp18_DNA_polymerase_III_translation 

MELGKLNAKLISSNRVLDTLPLARKKFPKSPASLNELCKRFDISLNDRTSHGALIDAQLLAKVYAQLSGYNYAA*

>WOVitB_segment1_Vbgp19_hypothetical_protein_translation 

MLRPFGKIKIFAKNSIVFKLLMFSCFIYTLRRDGFLKKG*

>WOVitB_segment1_Vbgp20_hypothetical_protein_translation 

MAKSCQLGSMGKVLLYRGFREVGKMAKIYIYIYIYTMLLYIVYIS*EKNLTFF

>WOVitB_segment1_Vbgp21_repA_translation 

MVIYCDFNTVDSKKNGSYKLSEKKEQLKAQLLLNIRSCLSYLLPRGIFRGDKFYVGNVQGDKGKSLVVELSGNEAGLWHDFATGEGGDIIDLWAGVNRKSTRIEFPEVMASIAEWFGKKHTRKYKNLEQFLTCSWNYYDENNQVIVIVNRYDLPGGKEYRPFDVKRSKFAAPEIRPLYNIPGILKSDKVVLVEGEKCAEVLIEKGITATTIMSGANALIEKTDWTPLKGKNIIIWPDNDEPGKKYAENAKKKLLEIGVASLVVLNIPQNKPKGWDAADCVLEGMNVEEFVLNNKSPRKSKTIDTTAWTNTAPERKWIIKDWLPVGSVTALYGDGGVGKSLLAQQLMTAAGIGKSWLGIDIQQMRTYGVFCEDEEEELWRRQCAIHKLYQLDMESSDFHDNVCLSSRVWKNNILMVFNNKDVGQLTHYFQELLEDIELFQPKLVILDTATDLFGGNENNRSHVRQFIQNCCGRIAEAIKGAVLLCAHPSDSGIVRKTGTGGSTAWNNSVRSRWYLSKPEKACTCPNDRVLCRMKSNYSASEQDKISLYWHNGSFMQHDVTFDSGRIVRDNYNRKLDLERSRRHDIILELIANEAYKGETYTAAHFAKYFEGKLGLGSERSIRERISHLAALGYIKFFKEALGYKVSSTKSKYGYLCVKDMELKISENQHVLIKPDYYLSPNNGVTLPVENPDVWVIHNSIKQDGKIV*

>WOVitB_segment1_Vbgp22_hypothetical_protein_translation 

MKSMYGGFMQRKEIKGLLIDNIKKCVPYLIPNGHFYRERTYVGNCDEDTITVKIVGKEAGNWRNFTKGISGDIIDLWTLVKGDINSAKKWLNTKENTTEHKITSFSARHYLNDKSPMPKDIIGPRILTPGGLLVIGGTPKIGKSNFLLSMLVHLAAGVSFLGMKPAKPLKIFYLQNEMEYDYIRERLQKLRISKKTLDAGTENLVITKKVQLTLNVEKIKEIMSENLDVKTVDLIVIDSLFDYRSMISFLQNGIDELRSITNPTAGVIATHYTKKVSTTTLKKNPFQALSGANVLRSLYTSGVMIFRPERNTLQLMYELKNGKPIPTKFINMVNGRWIATA*

>WOVitB_segment1_Vbgp23_hypothetical_protein_translation 

MLSDFLTDFNNAKLQSSLIPKGIIVKVKMAIKPGGYENWFTKSYATGSIYLNAEFIVTEGPYAKRKIFQVIGIKSGKASVEGEDIWGESGRSMLRSILESARNIHSNDTSEKAVIARKVNSIADFNGVEFTAKVGIEADRYGEKNKIATVITPEQSEVDWLPF*

>WOVitB_segment1_Vbgp24_hypothetical_protein_translation 

MLQDFFTITQKIPFFSVKEYLDDQSPIPEDIVSPRILTKRGLLVFGGPPKIGKSDFLISWLVHMAAGRSFLGMMPSRPLKIFYMQTEIEYDYMKERLQQLQLDKELLDIAANNLIITPRVQLSLSSEEIDEIKNTVKERFKPDIIAIDPLRNIFNSSEYGNENDNSAMLFFLQKTLEKLRNVINPDASVVLTHHTKKLSKKMLEEDPFQGLSGAGSLRGFYSTGMVMFAHDEESSVRQVVFELRNGERVPNKLVDKINGHWELVDQWS*

>WOVitB_segment1_Vbgp25_methyl_accepting_chemotaxis_protein_translation 

MKIIGRNERLKMQTGTKIVIFGPYGIGKTSLLKTLDESTTLCLDFEAGLLAVQDWKGDSTEIRTWNEARDIACLIGGPNPALRSDQAYSQKHYEHVCSKHKDLLSEVSKYRSIFIDSITVASRLCFSWARMQPEAFSDRSGREDKRAAYGLLAQEMMAWLNQFQHIRDKDIIIVGTLGQYLDDCNRSTWLPQCEGAKTASEIPGIVDEVISMVGIKKDDGTEVRSFVCQTINTWGYPAKDRSGCLNMVEEPHLGKLLTKIKAKAFATAA*

>WOVitB_segment1_Vbgp26_Sigma-70_(pseudogene)_translation 

**SCQNNRYTKNNCLQHFKANTG*IFIFKM

