Dataset S15. WOVitA4 ORF protein sequences
The amino acid sequences of the open reading frames in WOVitA4.

>WOVitA4_VA4gp1_recombinase,_resolvase_family_translation 

MLKEVRCAIYTRKSNEDGLEQKFNSLDAQRVACEKYIKSREGWVALAKKYDDGGFSGKNLERPAIKELFEDVKKGEVDCAVVYTLDRLSRETKDSIEVTSFFRRHRVNFVAVTQIFDNNTPMGKFVQTVLSGAAQLEREMIVERVKNKIATSKEQGLWMGGTLPLGYDVKDKELIINEKEAKTVKHIFERYLVLKSMAELARELNREGYRTKAKSDIFKKATVRRIITNPIYMGKIRHYEKQYEGKHEAIIEEEKWQKAQELIKKQPHRGAKYEEALLRGIIKCKSCEVNMTLTYSKKENKRYRYYICNNHLRGKNCESINRTIVAGEVEKEVMKKAEQLYENWKEKREEKWKNLSFGKQKEVVRKLIKGVMVKEDGIEVSSESKVEFIPIKKKGNKCTVIEPEGRTNNALLKAVVRAHLWKRQLEEGKYRSVKELSAKINIGTRRIQQILRLNYLAPRIKEDIVKGRQPRDLRLVDLREIPMLWSEQVEKLYKLVS*

>WOVitA4_VA4gp2_hypothetical_protein_translation 

MEKETEKKVMNLEKKTLEELRRMWKKVFVEEAPKHSKKYLIPRLAYRIQEEAYGEMSRKGTKRLEYLADRLEKGKRISSDKLPVEGTELILERREETHAVMVTDKGLIYREEFYTSLSAVAGKIMGMSYNGPLLFGMRDKSGN*

>WOVitA4_VA4gp3_ankyrin_repeat_protein_translation 

MSKKEKEESLLENSCKNIYERDENGRTVLHYAADAKTVRLLVEKGVNVNAADVEGYTALHLAVGEKRLETVRELIKSGADVNAEEYGNKCTPLHLACMVGEKEIVEELVEAGGEIEQEDKFGMTAMDYAKNSKEITEVLKKEIERIEKFFKKQR*

>WOVitA4_VitA4gp4_ankyrin_repeat_protein_translation 

MKFSKEKRESFSKFLKEVSSNGFKNINKRNKEGETILHQAVEISNYKTVRLLIKKGAEVNARDKNGYTPLHCAVFAKSLENVKVLLREGAEVNATQYVSGCTPLHSACKIGGAGVEIIKELVKAGAEVNQLNKYGATPMYYIWESEKYRLCDSTESEKASKFLREKGGITKSRKLTCYGIEGLVGEIADMLDRSYLPEFKIIEIEEIRKKDKSLIKEECKNLASKIMSQVNEMIDEVVRSNA*

>WOVitA4_VA4gp5_hypothetical_protein_translation 

MLLPPNATKQEKALVDAIDYKVDPSCIRGFKFSLKEETLPWLIEEYELGEILRWVKNKRKAVVEGVKFQRLRGTPESLKIALKWANIEDITIIEEPPGKHFFELQIGIKDVPNDFFVDAVVELAKLSLPARSRLMRIFNDNYNVDRFILDESFFGSLLSDYSGVKTEKDGPVLSFGRKNTFELKILNPSFKFGTFRIHYEQALSNDLYRLDVAILGETEPHTKNYNSIYERSHQWNNLKTLYPLPQSLLPEIKFAKAEIILSDSWNLGEINACFPVTSVEECGEKFYLNNHKLSEQVWNLKYQPILGRFFAVHHYQVKNFSTPKIIRFSVAEHYIHFENELDSKQKDAIQELENYILVFYPGVLTWHEHRHLHRSWKDSQIISIIS*

>WOVitA4_VA4gp6_baseplate_J_translation 

MQTSNIIEKLSYEEIFSRMKEELVRRDETFSGLVESDPAMKVLEVAAWRELLLRQRINEAVKGNLLKFATGEDLDNLAEFYGVEREKEEEDERFRKRVKAKIAGWSTGGSKEYYKYHALSADSRVKDALVESPIPGKVQISILSTQLSTTGIVSEELLEIVKKQVTRDDIRVLTDTVTVVGCNITEIDIHSRMSISPVISKEEIKKQFIQKFELAKRLGWSVTRSWIIANLFVDGVENVELIEPKEDVVVLGNECAALRKLKVE*

>WOVitA4_VA4gp7_lysozyme_translation 

MKGMDAKTGKALEGIEHLKQSIIDMLTTPIGSRIMRREYGSRLFELVDKPINRDFTLEIYAAVAEALEKWEKRFKLEKVKIAEVKEGKMTLVLEGIYLPEGKFIDISGVVV*

>WOVitA4_VA4gp8_hypothetical_translation 

MSKAVVCIGDHCTGMPIHVCVSGSEDVFVNGRPACRKGDILTIGETVTQGSNNVFVNGIGVARTGDVASCSFQIVSKNQSVFSK*

>WOVitA4_VA4gp9_baseplate_V_translation 

MLDHSFAISELNRKVANIIRIGVVKEIDYEKAKVRVKIGDIVTDYLPWITSKAGKDRDWSPPDIDEQVMVFSPLGELSLGVVLGGIYQEKYSAPENKKEINSVKFQDGTRLLYDKEKHHLEIEVVDKITLKAGGSSIEMTKDSIKLKARRVDLN*

>WOVitA4_VA4gp10_hypothetical_protein_translation 

MNLKDLHDKICTTLKKEISAIQTCEVYPAIRKELVAPAVFVELSGFEKGHDPGTEELALKARFEARIVIDSTIENAAIIVRSLASEVAKVVNKNTWNVENVSPGEFISGGGDDFRPELDAYLVWLVEWTHEVHAGKSVWSTGIMPHVIEIGEVHVRP*

>WOVitA4_VA4gp11_hypothetical_protein_translation 

MSVHIEVEVIESVNAKRRKVELATVKALNKTALWLKAQAAKEISEEKKIKLSLIRKRLRIFKAKTSRLDVLIRANLYDIRASAIGKIQKTRRGSKVGKHQFIGGFAAVMPKGNSGIFKREGRAALPIKEVKLSLKPEASRIIGSLVNYEVEKVFTKFFERQLSYKG*

>WOVitA4_VA4gp12_hypothetical_protein_translation 

MQENIKRLLEDCFAHLGEVALYESKNKAYMVEVLKQQPDKLYEIGEGQFVEETLALEVSAFDVLKPIVGDVFVIGDRRYKVHSPPLRDKSGITWKIKASGV*

>WOVitA4_VA4gp13_hypothetical_protein_translation 

MQNPFTNTAFSMTALTNAMNILPINYGRVENLNLFPSRSVRFRHITIEEHNGVLSLLPTQVPGAPATVGKRGKRKIRTFTIPHIPHDDVVLPEEVQGIRAFGSESELKALADVITDHLQLMRNKHAITLEHLRMGTLKGIILDADGSELLNLYNEFEITPKVVNFALGTATTDVKRKCLEVLRHIEDNLSGEYMTGIHALVSPEFFDALTSHTKVKEAYERWQEGAALRNDMRSGFTFCGITFEEYRGQATDPEGTVRRFIEKDTGHCFPVGTASTFTTYFAPADFNETVNTLGQPLYAKQEPRRFDRGTDLHTQSNPLPMCHRPGVLVKVAIA*

>WOVitA4_VA4gp14_hypothetical_protein_translation 

MSCIIEQNNLGDLLKYEASSLYSRDQITVAKGQNLKLGTVVGSDKDNMIKIINPTATDGTQTAIGAIVSDVNATENAKAVIITRIAMLADHAIVWPTGITEEQKAAAIKQLEGRGIIVRKGV*

>WOVitA4_VA4gp15_minor_capsid_protein_translation 

MKQQWLNRCVMVEPRSFELLSLQTGKQPIFKNIKHAVRNSERGIIPIHGILTKKPGAFDEMLGMTSYEQIEEQITQALADSSIETIILEIDSPGGEVNGIFDLADFIYESRAKKRIIAIANDDAYSAAYAIASSAEKVFVSRTSGVGSIGVIASHIDQSGFNEKCGIKYTTVFAGSRKNDLNPHEPMTSESLESLQKEVDRLYEMFVQLIARNRGLSIEKIRSTEAGLYFGERAIEIGLADGITILSSINQNRSIIMNEQTTNDLKTNNLTKYRTEVVELIRLCNLSRMPDKIGEFIEQGVSVEQAREVLMELLAERTKKTEILSAIPQNSGEELMMEVARTRAQSSI*

>WOVitA4_VA4gp16_portal_gwp_1169_translation 

MLKTFKQLFGKPKIKSSAWDAAGSGRRVMYWQGEAGSINNLLSQSLEHLRSRSRDMVRKNPYAANIIDTIVSNSIGTGIKPQSKARDGEFRKKVQELWLKWTDEADSNGVSDFYGLQALVCRSMIEGGECFVRLRTRKLEDRFSVPLQLQVLESEHLDNKTNQTLGNGNVIRNGIEFNRLGQREAYYLFKEHPGESMFGESVRVPANDVLHIYRPLRPGQIRGEPWLSNILLKLYELDQYDDAELVRKKTAAMFAGFITRLDPEANIMGESESNEQGVALSGLEPGTMQLLDPGEDIKFSEPSDVGGSYEAFIRQQLRAIAIGTGITYEQLTGDLTGVNYSSIRAGLIEFRRRCAMLQHNVIVFQFCRPIWNRWLELAVLCGELSIDEKVVKAAKEEVKWIPQGFDWVDPLKDQQAQQMAVRNGFKSRSEVVSEMGYDVEEIDQEIAEDQRRASELGLSFDSEVTANQKVI*

>WOVitA4_VA4gp17_glycosyl_hydrolase_translation 

MEYWDKVTQGLKYVDPKYAKRRKAAKNEGLLWGAYHLGVWGNGKDQADHFLDKVGDNAQTLLALDIQENQNEKDITPKQAEYFVNRVQERTNRLPLICGGAYFLKDFATPILTKCPLWKIRWSKLPKGWNKWVLWQYTNGQMGPKPHSVRGIGPCDRSKFNGTIEELKNFWLSGC*

>WOVitA4_VA4gp18_hypothetical_protein_translation 

MREYQNFLKQLKYVIVNSGILEKEEKCRKKVYANAVVDLSQWNLDVNFKLVKEDGILG*

>WOVitA4_VA4gp19_hypothetical_protein_translation 

MYNEDYLIQVEQAIKKLQSGERVVSIAYGDHVVRYGEVQINDLLNLRQRIKAELKVAGMKPKRKIIFATNKGII*

>WOVitA4_VA4gp20_terminase_translation 

MLERGEWRPTNRVKGEKKGFHLSSLYSPVGWYSWQQAVEDFLHAKESEQLLKVWINTTLGETWVDKGEVPDWKQLFNRREFFPVGTVPKGEVVLTAGVDVQKDRLEVEVVAWGKSRENWSIDYQVFEGDTGGGEVWGKLSELLNHHFIGENGLEYMISMMAVDAGYATQEVYNWVRGHQGSGRVMAVKGVNKALVPLSSPSRVDVTVGGQKLKRGIKLWPVGVSILKSELFQLLNILKEEEGKALPGYCHFPEYAPEYFKQLTAEQLVSKVVKGYTKQEWQKVRERNEVLDCRIYARAASIALGIDRWPESQWNSLSEKPERKKSKKIVKSKWISE*

>WOVitA4_VA4gp21_terminase_translation 

MQTMIYATSFSEGLRPDPELKVSEWANEYRVLAATAASEPGKWRTERTPYLKEIMDSLSPSSPAEKVVFMKGAQIGGTEAGNNWIGYIIDQTPGPMLVVQPTVEMGKRWSKGRFAPLIESTPCLKSKVKDPRSRDSGNTVQSKEFPGGVVVITGANSSVALRSMPVKYLFLDEIDAYPGDSEEKEIQYCLVLLELIHLHGERFF*

>WOVitA4_VA4gp22_ankyrin_repeat_protein_translation 

MVDLLLTKKNINPFVEDNEGKTSLDYAKEGKKAEILQALINHKYGSEQDSLLHLAAMIGEVNAVRYLIRKGIDVNVRNALHHTPLHLASGIGHENIVKILVEEGNAEIDVFDARNQTPMHYAVNNKKLEIVKLLLKLGADVNSARMGQNSMKLSPVHIAVSNTNYDERDLCLDILKCLIREPNAQVNLQDYENKTPLHYAERLKTIEVLLTREDIDPLIRDDNGKTPFDYAKPEIKKALMSNKYGSEKNSLLHLAAQRGEIELVESILKEEIDIDISNNKGLSPIYLAAEKGHLHVVKLLLKKGANYTPVLHLAIKSNNLELLKVLFNEKNGALLCRDTVVNFPTLHNKYIAQREIADKRMKKHNNIICICITVSAVAMAAYIGLAAATISSAIIFATITGIFALVVAIMVSEMSKRYIENEFQKKMFMELEECSSNVNDVAIMSRCRQ*

>WOVitA4_VA4gp23_hypothetical_protein_translation 

MAKFGVNKMSHQSTWIRCECQRIKWKDTTTLRYRV*

>WOVitA4_VA4gp23_hypothetical_protein_translation 

MLLKTRIKNEMERGKLLEAKAKAGIGELVAVEEVKRDAFNVARVVRNNLLNIPNRVSALLASLSDTEKIHKTLTEEITNSLQELSNTKFQI*

>WOVitA4_VA4gp24_DNA_methylase_translation 

MNLAIHYYPTRNLVEYERNPRKNDDVVNRMCASIREFGFRIPIVAKSDGTVVDGHLRLKAARKLGMESIPVVLSDNLNEPQTKAFRLLANQSANWAKWDDELLKVEIQELEDLQFDLKMTGFELEKVQRFLDDLDGEEEDLSDLVVDNKKVEITKPADLWILGDHRIYCGDSSLVESYKAVLDNKMADITVCDPPYNVDYGSSQEREEKKILNDNQGEKYELFLYDICSHILAYTKGAIYICISSSEFSTLQKVFEEAGGKWSTFIIWAKNHFTLGRSDYQRQYEAMLYGWKSGNKREWHGGRNQSDLWFYDKPVHNSLHPTMKPVELMERAIVNSSRSGDIVLDPFSGSGSTLIACERTGRICRTIELDSKFVDVTIKRWQIYTGRDAILAGTGKTFSEIQEENL*

>WOVitA4_VA4gp25_holliday_junction_resolvasome_translation 

MCFLNFRNWLNSLKDISAVYFEEVRRHLGTDAAHCYGGFLAVLSAWCEENNIPYQGVNVKTIKRFITGKGNASKSEVIEAVKEKGVLPKDDNESDALALMFYISKDFNI*

>WOVitA4_VA4gp26_holliday_junction_resolvasome_translation 

MKIFFNFFFKIADEFASHRTYILYRALNFNYTKEFLYVNLNARSRQTNGLGNSNRWNN*

>WOVitA4_VA4gp27_hypothetical_protein_translation 

MKNSYQGIDSTIVKHVRFQASRLKSKNCFINESLEDIEQELFCQVWQYLNQHDEKRSSFSTFVARLANYCARNMLRNQLCLKRNITFDDINDDIPDHRNSEIEAIIRNDINNIISTLSEKDSNLCQLLKVFTITEASVITKIPKTTIYRTLKRIRDKFSVLEKL*

>WOVitA4_VA4gp28_methyl_accepting_chemotaxis_protein_translation 

MKIMNSNERLKVQTGIKMVIFGPYGIGKTSLLKTINEPTLCLDFEAGLLAVQDWQGDSISIRTWNEARDIACLIGGPNPALKSDSAYSQRHYEHASSKYKELSSEFLKYRCVFIDSITVASRLCLLWAKMQPEAFSERSGKQDMRAAYGLLAQEMMAWLNQFQHIPNKDIITVGTLGQYLDDFNRSTWLPQCEGAKTASEIPGIVDEVISMVGIKKDDGTEVRSFVCQTINSWGYPAKDRSGCLNMVEEPHLGKLLTKIKTKAFAIQPVTPNI*

>WOVitA4_VA4gp29_phage_related_protein_translation 

MLQNFLTIGQKIPFFSVKEYLDDRSPIPEDIISPRILTKRGLLVLGGPPKIGKSDFLISWLVHMAAGVSFLGMASNRPLKIFYMQTEIEYEYMKERLQQLDNELLNVAANNLIITPKVHLSFNHDEISEIKEIVNERFKPDVLAIDPLRNIFSSEYGNENDNSAMLFFLQKTLEKLRSAVNPDACIVLTHHTKKLSKKMLEEDPFQGLSGAGSLRGFYSTGMVMFAHDEESSARQIVFELRNGERVPNKLVDKINGHWQVCCSDTKDAQNKAN*

>WOVitA4_VA4gp30_transposase_translation 

MMHNCTFSITLTTLALYQSSSWLFEACSCKPAPRGPPSSIV*

