Dataset S12. WOVitA2 ORF protein sequences
The amino acid sequences of the open reading frames in WOVitA2.

>WOVitA2_VA2gp1_recombinase_translation 

MTTVSLYARVSSRQQAQENTIESQIVELERRIGSDGHELLDEHKFVDNGYSGSNLERPGLENLRDRVAEGKIDKIYIHSPDRLSRKFSYQMILLEEFKKAGSEIVFLNHKFDDNPDSHLFLQIQGAIAEYERAKIMERNRRGKLHAAKAGCISVMGRAPYGYRYIAKHVGEGSAQFEVDEEEANIVRKIFSRVGQERASIGEVVHELNKIPVITRTGKRYWKRSTIWNMLKNPAYIGQAAYGKTRTCSKPQVKKSKKGTCGKLKSGRFNSDKENWTYIPVPKIINEHLFDSVQAQLTENRQRARVRQRRETYLLQGLMVCQRCQYTYCGTNHVHKKSTYYYYRCSGTNSSKFNGNKICDNKSIRTDILDGVIWEEVKSILKEPDRIANEYQRRLSENKKPLHNQTREKQESKLRLSIKKFIDSYAKGFISQEEFEPRITTMKQHLKEIEEEKERTLDQKKLQQELSLVTDSLKNFSSSVESKLDQVDWQTKQNIIRMLIHQIEINHNHLYIVFRIKSLANFDQNSHNRIMQCCTSSQYCWLAG*

>WOVitA2_VA2gp2_phage_related_protein_translation 

MEIYPSHKFWESDLEVPVNLLLDRFQDSNIRQSWLDSLSGKQLSIIFQHCFKNHLNGQLFQDGDYDDRSTQQKRKILASYSDSLFNYYLISHFDRTKLEATVSEVARFALTEKLMRSYLIKNNTKYDKRSLLFLLFHINCEFLKSVYHFDKVQKKGFISFALQKSPRQINTSFKEFMSQEAVEQILKDDDQLQGFFHHQDRIYMFVRRGSDMDLLLNSNKVVHGHKPEWMILDFSLDGTQVNLCAKNTNKAVEIANSIVSGYFDCECTFVNIQDKNFPLQVHKFLQACIEGSDPNICIFELNFKSDYFKNSNTYLTLSVKPYDSIAPELHILKPSIGNILQSIQSAKVMFQNKKVTFSFKISGEVYYSEHPLNKKEREDLKKHMEQSYGLKILSRANC*

>WOVitA2_VA2gp3_phage_related_protein_translation 

MVLKFFHEQIADLLSSNSSWVNPSQNHIKAARYLFDLGWIQMQERYYIVCSCEEDYLDWPNVIDPSCSNEIFIDPDFDEACDDAICENCSRHILPNTYQKQRFHLLSIYLNIEKIIDWFETELNDSRLMWEKVEKGVYYVCNQGRTVNLIILDFCTDAIFLTIDKLRVHPTVLITLKKDIPNLLLSLYVVRMVELFCQLKTLTEIFQEAAKRGVPEVVENTSLQVLPASYISLKRVEPIIPTKLLELQVVKGMVYVNSVEVINKKAVSCLNIFRILFKQFLHDCEKELPPEKHTLLNINQLEKLLGLSLEADLEHQIRKPLNKMQRTIKTTLAERLGLSIERDDVIQTLGWQRSSHGYRINPFTLTIKK*

>WOVitA2_VA2gp4_RepA_translation 

MLELKTQLLQNIRSCLFHLLPRGTFRGDKFYVGDVQGNKGKSTVIELTGERAGLWKDFATGEGGDIIDLWATVHGKNARIEFPEVMLSISEWLGKTNFKEQRNLEQYLTCSWNYYDENNQLIVIVYRYDPPLEKKQFKPFDVKKQRFKEPEIRPLYNIPGILKSDKVVLVEGEKCAEALIEKGITATTATFGANAPIDKTDWTPLKGKHIIIWPDNDEAGNKYTKNAEKRLLELGVASLATLKIPPNKPKSWDAADCVLEGINIEEFIEKNSRKIIIKPPLDIFSWSVERFVGPVPKQRFLVEGLFPLGVTSILAAMGDTGKGMLLLDLALKVAGSIDQVCGFGPLVTEHGSVVVFSAEDDTNEIHRRLERLDPKCERLKYKGRLFIVPLPNIGGSLTILKNVRGKVVEISPEFESVMKQLRRIKDLKLIIFDPLASFIHADLNADPAVGDYLMCLLSDLACSTGASIITAHHMRKLKGEKPISTVEQARDAIRGTSALVNGVRCSFAFWPVEDITKPMIFRSIGKIPRQNALFYGAVVKANGLADRTVRTYLRNEETGLLEDITEQLKAQNTSDKDLKIYLIDSIARAAISGHPFTHTGSAGIHKQRHRLPEVFHSMGRDRLERIVQELLQAKQIVKGMANGSKEDKWLDVKTGPFARGVGKFTHGAENF*

>WOVitA2_VA2gp5_phage_related_protein_translation 

MKNMYGNFMSKKQKELKMLLIDNIKECVSYLLPNGEFYREKTYIGDLNGNTITVKIVGKEAGDWRNFTEGTGGDIIDLWILIKGDIYSARKWLNKKSKSGEKKGRKREEKIFSVKQYLSDQSPIPEDIIAPRILTPGGLLVIGGTPKVGKSYFLLSLLAHLAAGVSFLKMKSARPLKIIYLQNEMEYNYIRERIQQIITNQRLPNLAEENLIVTTKMRLTLNDEGIERIKDIIGEKFKTIDLIVLDSLDYENMFSGLQSRVEKLRSVINPMAGIIITRHTRKVSTATLAKSPFQALIGANALRSFYTSGMVMFQPNKRANVLQVVYELRNGKSIPAKFISRVNGRWQNSKVIATA*

>WOVitA2_VA2gp6_phage_related_protein_translation 

MLQNLLTDFNTVKPQSRLIPKGTIVKVKMTIKPGGYEHWFTKSPTTGSIYLNTEFTVIEGPYAKHKIYQIIGIKSSKAEDTWGEMGRSMLRSILESARDIHPHDNSENAILARKLNSVAELNGLEFTVKVSVITDEYGEKNKIASVVTPEYRKNYEIDRVPF*

>WOVitA2_VA2gp7_methyl_accepting_chemotaxis_protein_translation 

MVLKILNNNERLQTISTVKMVIFGPYGIGKTSLLKTVDEPTLCLDFEAGLLAVQDWQGDSISLRTWNEARDIACLIGGPNPALKYDQAYSQRHHEHVSGKYKDLFPEFSKYRCIFVDSITVASRLCLLWAKMQPEAFSERSGKQDMRAAYGLLAQEMMAWLNQFQHIRDKDIIIVGTLGQYLDDFNRPIWLPQCEGTKTASEIPGIVDEVISMVGIKRDDGTEKRSFVCHTLNPWGYPAKDRSGRLSMVEEPHLGKLLTKIKSKF*

>WOVitA2_VA2gp8_Sigma-70_translation 

MKLKNIAIIVKNVKYQAYRLKLAKCFIDENNEDLEQELFCEIWPCLDQYDEDKSSFNTFVARLTENKAINLLKKQRCAKRDINNYISIDVTELLEGEITKRIDVDYMISVLPKEWQNICEQLKFFNLHEVAKMNNVSRTTLNNIIKKIRAKLSPIYYEGKKKN*

>WOVitA2_VA2gp9_hypothetical_protein_translation 

MLTLDLGKQTGWTILNDGIVQSGSKSFHVSRFSGGGMQFLNFRNWLNSLKYKFPGIEVVYFEEVRRHLGTDAAHIYGGFLAHLSAWCEESNIPYQGVSVKTIKRFITGKGNASKADVIEAVQEKGFCPTDDNEADSLALMFYVMNFSKDFNTLKIS*

>WOVitA2_VA2gp10_hypothetical_protein_translation 

VRITQAEWAREKGFSRQYVCSLVKKGIVELKDGLIDREQANEAVAAIRDPSQPLRRKESGEKLSTMLLKTRIKNETERGKLLEARVKAEVGKFVSIEEVKNEAFNVARVVRNNLLNIPNRVSALLASLSDTEKIHMALTEEITNSLQELSNTKFQI*

>WOVitA2_Va2gp11_ankyrin_repeat_protein_translation 

MADNLSLELIKCLINQPGLDVNVRGLNGKTPLHCAIEFDELSMVDLLLTKKNINPFVEDNEGKTSLDYA??GK?AE?LQALI?NKY?S?Q???L?LAAMIGEVNAVRYLIGKGIDVNVQNALHHTPLHLAAGIGHAEVVKILIREGNAEIEVFDARNQTPMHYAVNNKKLEIVKLLLELGADVNSARVGQNSMKLSPIHIAVSNTNYDERDLCLDILKCLIKEPNAQVNLQDYENKTPLHYAERLKTIEVLLTREDIDPLVKDDSGKTPFDYAKPEIKKILM?NKYGPEKNSLLHLAAQKGVVESILKEEIDIDISNNKGLSPIYLAAEKGHLHVVKLLLKKGANYTPVLHLAINSTTIG*

>WOVitA2_Va2gp12_transposase_translation 

M??GKH?VFYHRYHIVWITKYRYRVLTKAMKERIRTIIAEVSEEMGIKIENGVISSDHLHLFVVIPPHIAVSDFVQRAKGRSSRKVQQEFPELNKMYWGKRFWGRGYFSATSGHITDEVINEYINKHTDAHQPHSISSIRLE*

>WOVitA2_VA2gp13_ankyrin_repeat_protein_translation 

MKKHNNIICICITVSAVAMAAYIGLTVTAISSAIIFATITGVFALVIAIMISEMSKRYIEKEFQKKMFMELEECSSTVNDVEIEPIMSRCRQ*

>WOVitA2_VA2_gp14_terminase_translation 

MQTMIYARAFSEGLRPDPQLKVSEWANEYRVLSPTAASEPGKWRTERTPYLKEIMDSLSPSSPTEKVVFMKGAQIGGTEAGNNWIGYIIDQTPGPMLVVQPTVEMGKRWSKGRFAPLIESTPCLKSKVKDPRSRDSGNTVQSKEFPGGIVVITGANSSVGLRSMPVKYLFLDEIDAYPGDSGGEGDPVLLSIARTNTFARRKIFLVSTPTIHGISRIEKEFEATDKRYFFVPCPHCNYYQVLKWSQIKWEDKNPNTAHYICIECGKKIENHQKTEMLELGEWRPTNRVKGEKKGFHLSSLYSPVGWYSWTQAVEDFLHAKESEQLLKVWINTTLGETWVDKGEVPDWKQLFNRREFFQIGIVPKGEVVLTAGVDVQKDRLEVEVVAWGKGRENWSIDYRVFEGDTGGREVWGKLSELLNHHFIGENGLEYMISMMAVDAGYATQEVYNWVRSHQGCGRVMAVKGVNKALVPLSSPSRVDITVGGQKLKRGIKLWPVGVSILKSELFQLLNILKSGEKEKVPAGYCHFPEYAPEYFKQLTAEQLVSKVVKGYTKQEWQKVRERNEVLDCRIYARAASIALGIDRWPESKWNSLSGKMESKKPKKVRQSQWLNEKKCITKNI*

>WOVitA2_VA2gp15_hypothetical_protein_translation 

MYNEEYLIQVEEAIKKLQNGERVVSIAYGDHIVRYGEVQIKDLLELRQRIKAGLKVAGMKPKRKIVFSTSKGIDKII*

>WOVitA2_VA2gp16_hypothetical_protein_translation 

MDQNQGRINVNVNFEGEFAHYLIEMAKVQNRPIEEIVKDLVEEELEVSKLSEGDEMDEGEIALLELAAKRNVPGAKIIRHEDIKWE*

>WOVitA2_VA2_gp17_plasmid_stabilization_protein_translation 

VQKAIEKRLTIIPDKVGEALSHKWVGYFRLRVGDYRVIYLIDNSEHMVKIAAIGHRKEIYKRSPE*

>WOVitA2_VA2gp18_portal_protein_translation 

MLLKSFKQLFNKPKIKSSAWDAAGSGRRFFHFQPESGSINNLLSQSLETLRSRSRDMVRKNPYAANIIDTIVSNSIGTGIKPQSKARDGEFRKKIQELWLKWTDEADSNGVSDFYGLQALVCRSMIEGGECFVRLRTRKLEDRFSVPLQLQVLESEHLDNKTNQTLGNGNVIRNGIEFNRLGQREAFFLFREHPGEGSFGESVRVPANDVLHIYRPLRPGQIRGEPWLSNILLKLYELDQYDDAELVRKKTAAMFAGFITRLDPEANILGEAQANKQGVALSGLEPGTMQLLDPGEDIKFSEPFRCWRKL*

>WOVitA2_VA2gp19_hypothetical_protein_translation 

MRQQLRAIAIGTGITYEQLTGDLTGVNYSSIRAGLIEFRRRCAMLQHNIMVFQFCRPVWSRWLELATLSGELSTTDNQVFKEVKWIPQGFDWVDPLKDQQAQQMAVRNGFKSRSEVVSEMGYDVEEIDQEIVEDQKRANSFGLCFDSDVNHKRGGSGVDK*

>WOVitA2_VA2gp20_minor_capsid_protein_translation 

MLIIKGEEVVWINKPVMVERRSFELLSLYNSKQPIFKNLKHFHINPKGIAIIRIYGVLTKKTEAFDHILDMTSYENIHEEIESALEDKSIETILLDIDSPGGEVNGVFDLADFIYESRTKKRIIAIANDDAYSAAYAIASSAEKVFVSRTSGVGSIGVIASHIDQSRFDERQGIKYTTIFAGSRKNDLNPHEPMTSESLESLQKEVDRLYEMFLQLIARNRGLSIEKIRSTEAGLYFGEKAVEIGVADGVTTFFEFINNHKSRSVSMTTNELTEEGYENCRREILEIIRLCNISKMPEKIGEFIEQSVSVEQAREVLMELLAERTKKTEILSAIPQNSGEDLMIQVARSRRS*

>WOVitA2_VA2gp21_hypothetical_protein_translation 

MSCISEQNNLGDLLKYEASSLYSRDQITVAKGQNLKLGTVVGRDKDNMIRIINPTATDGTQTAIGAIVSDVNATENAKAVIITRSAMLADYAVVWPANITEEQKNAAIKQLEGRGIIIRKGV*

>WOVitA2_VA2gp22_hypothetical_protein_translation 

MQNPFTNTAFSMTALTNAMNILPINYGRVENLNLFPSRSVRFRHITIEEHNGVLSLLPTQVPGAPATVGKRGKRKVRTFTIPHIPHDDVVLPEEVQGIRAFGSESELKALADVITDHLQLMRNKHAITLEHLRMGALKGIILDADGSELLNLYNEFEITPKVVNFALGTATTDVKRKCLEVLRHIEDNLSGEYMTGIHALVSPEFFDALTSHTKVKEAYERWQEGAALRNDMRSGFTFCGITF*

>WOVitA2_VA2gp23_hypothetical_protein_translation 

VRRFIEKDTGHCFPVGTASTFTTYFAPADFNETVNTLGQPLYAKQEPRRFDRGTDLHTQSNPLPMCHRPGVLVKIAIA*

>WOVitA2_VA2gp24_hypothetical_protein_translation 

MQENIKRLLEDCFKHLGVEAIYCNKNKADIRKIKVLIKRPETTYSLGADGALTQQIASVEIRDQDVTSFSIGDYIKIEKRFYKIFEPPLKDSSSEIWKIEAIESV*

>WOVitA2_VA2gp25_hypothetical_protein_translation 

MPKGNSGMFKREGRAALPIKEVKLPLEPEVSRIIGNLVNYEVEEVFTKFFESELSYKG*

>WOVitA2_VA2gp26_hypothetical_protein_translation 

MNLKDLHDKICTTLKREIPAIQTCEIYPSIRKELLAPALFVELVSLESGKDPGTEELALKARFEARIVIDSTIENAPIIVRTLAAEVAKVVNKNTWNVKNVSPGEFISGGGDDFRPELDAYLVWMVEWVHTIHVGRSIWKEGKFMPHKIEIGEINVRK*

>WOVitA2_VA2gp27_baseplate_V_translation 

MLENNFAISELQRKMANIVRIGVVKEIDYEKAKVRVKIGEFLTDWLPWITSKAGKDRNWSPPDIDEQVMVFSPLGELSLGVVLGGIYQEKYSAPENKKEINSVKFQDGTKFTYDKEKHHLEIEVVDKITLKAGESSIEMTKSKIKLKADRINLN*

>WOVitA2_VA2gp28_PAAR_protein_translation 

MNKSIARVGDYCVEVTPHFCISGSDNVFVNDFPICRQGDGFSGGKIMAQGSKEVFANGFSVGRVGDIVSCGFKVIKGSEDVFAG*

>WOVitA2_VA2gp29_baseplate_W_translation 

MKGMDAKTGKALEGIEHLKQSIIDILTTPINSRIMRRDYGSRLFELVDKPINRDLTLEIYAATAEALKKWEKRFKLEKVKVEGVKEGRVTLNLEGVYLSEGKFININGVVV*

>WOVitA2_VA2gp30_baseplate_J_translation 

MQQPNIIEPLNFEEIFARMKEELVCRDETFSALVESDPAMKVLEVAAWRELLLRQRINEAVKGNLLKFATGEDLDNLAEFYGVERQKEEEDERFRKRIKAKIVGSSTCGSKEHYRYHALSADSRVKDALVESTIPGKVQISILSTTTGIALEELLKIVKKQVTRDDIRVLTDTITVIGCNITEIDIHSRMSISSVISKEEIKEQCIKKFEASRRLGWSVTRSWIIANLFVEGVENVELIEPKEDVVVLGNECANLRNLKIE*

>WOVitA2_VA2gp31_tail_I_translation 

MLLPPNATKQEQALVYATDYKVDPSCIRGFKFRLEEETLPCLIEEYELGEILRWIKDKRKAVIEGVKFQRLRGTPASLKIALKWANIEDITIIEEPPGKHFFELQIGIRDVPNDFFVDAVVELTKLSLPARSRLMRIFNDYYNAQRFILDESLFGDLLSDYSGVKIEKDGPVLSFGRVNFFSSSGPVIRIIENYLRDHYERALSNDIYRLDVAILGETEPHTRDYKGIYERDHLWYNLKALYPLPQSLLPSIKFAKAQIVLSDSWNLGEINTCFPVGSIEERGNKFVLGSDKLSGQHWSLKHKPILERFSVTHYYKVENYTDQKVRKYVLAEHNVYYKNDLDSEQKDSIHELEKHILVFYPGVLKWHEHRHLHRSWKNT??????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????SS*

>WOVitA2_VA2gp32_permease_translation 

VKLVSQRNFLVWLLFSLFYAYQYVLRVIPNIIAPELIIKFDVGTTEIGQFCGLYYVGFVLAHIPIGILLDRFGPKVVVPVCIVLTSLGTLPLFSSNSWSYSIIGRIITGIGSSASVLGLFKVISLCYRREKFTFMFSISVIIGISGGVFATKPLHTLFDEFGWYYVLTACVIIGLSLALATFMLVPKAGKIDKVSVKNLGGAILNKNILLVSLFGGLMVGPLEGFADGWSVAFLHEMYSIDSQIAYSISKWVLVGFGLGILLLPHVLAKYPTKHYEIIIFCALSMLVVFLLLFVCNISASLACILLFIIGLASAYQIVVNAKVVSFVKNDLVASAGSISNAIVMSFGYLFHTVIAGVMNFHWDGKVVNGVPFYGAGVMTKSMLIIPVCLLIGMAGFCLLTAIAYYKKG*

>WOVitA2_VA2gp33_hypothetical_protein_translation 

MTASIEFKNGTNVPISFLKDIQTIILSDGSGNRYSLDTSEGELKLKYAQHNQFESEYKVSGLVEALGSLLSMKSGRYDDSGNEVTVLAEKVIEKPIVEAILYAKGDDNNRISDTVLAHTFARRDDISSYLKSALEKKANKSELDKKADANNVYSMKQIDGKLEAKVGTCDVYFKEDIEKKLGTKANIDNVYDKAEVDNQLLMKANTFEVYKKPEANEKFFPLAEHGGLAKDILNKRTDNGGSILVETLGKFLDEEYPWYGYDRNQKARDFLADKGKFAKVDDSNIKIPDLKDKILSPTGGDEERSIPVEKLVGCLDQVYGKEKTYDSEVERNFLEELVIQSPKDTDKVRELEDRNVIELAPGLTDQKLISDEVNRLKRVILDSVDNLNNIKVAMQKCLGDNMDYQRLIAGDLALQTTMFTGENKIESVNKTIDYHGITDRIPNAIEDTKPVQGTVEDYSNQNEIDLLDNTTISTKLLADRNQVSVNESGNASVEGLEIPDVKESTIEKGKELILKEKSEIFSGSSNHDMKRKEDGNFTEDFTNMVISDNLISDTGAREAASQQTLNTLDDYNILPSPDLC*

>WOVitA2_VA2gp34_ankyrin_repeat_protein_translation 

MADNLSLELIKCLINQPGLDVNVRGLNGKTPLHCAIEFDELSMVDLLLTKKNINPFVEDNDGKTSLDYAKEGKKAEILQALINNKYGSEQDSLLHLAAMIGEVNAVRYLIGKGVDVNVRNALHHTPLHLAAGIGHAEVVKILIREGNAEIDVFDARNQTPMHYAVNNKKLEIVKLLLKLGADVNSARMGQNSMKLSPVHIAVSNTNYDERDLCLDILKCLIKEPNAQ?????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????STQIR*

>WOVitA2_VA2gp35_phage_related_protein_translation 

VKITQTEWAREIGVSKQYVCYLVKKGIVKLEDGLIDREQANEAVAAIRDPSQPLRRKNPENTSNLSTMLLKTRIKNEMERGKLLEAKAKAEIGELVAVEEVKTEAFNVARVVRNNLLNIPNRVSALLASLSDTEKIHMALTEEITNSLQELSNTKFQI*

>WOVitA2_VA2gp36_hypothetical_protein_translation 

MYSTNQSNTLPKIVTLQTNNEVSFSEEVENNVSNSTLSVKERIELFEKGTKQEPDLNTECKLASLNVISNSSDSSITAKIDEAGADFSVSCSSLVLDDGKDIEDEFNAVCEANGIEYNRPYSLDQFEAASNTSSNSQIDNTKEMQKEEEDKELGDKPKPLPRNGMLEKDNIRNVAPPSPRTAENHRLSIIQDIAPPKPPHSSFQLNGEKCDEQEAIGEPMYATIDQSKRFSKRGLDGKINDQSPEIENSNSEETSIKKGSIDEPVDLNTKFLKKSLEGSDSGIDNRSAEMSESCGNQGWENMSLNHDSPVTLSTSSSEKSDNEETPLIKKEKKTNRILPRVKYAVQQKEFIIFGIAAVALSVSAALVYLQDKGQFIAFFANSPLYITMPMIAITSLLAISTIFCGIKQFRDTEECQIGGKNANETLNQVLKYQPKDKVIKSFKLEYSNGTHSHFTLNAWKGKNNFINIDDKVISRRNKVGSVIKDRPLFTALLSSLVAANIVLPLLLYVEGGINSVQKFYQNALINNVGLSLLAGSSILALSVIFLGVHYYRKTNCTNLVYCEERIEPEKVNGKFIEEIKEARTKVLEENHSKAAKCSSLRLEQVVVESHNYKDVIYSIS*

>WOVitA2_VA2gp37_hypothetical_protein_translation 

VHTCQRF?????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????????*

>WOVitA2_VA2gp38_phage_related_protein_translation 

MSILTLDLGKQTGWAILTDGAIQSGSKSFHGSRFSGGGMCFLSFRNWLNSLEHKFTAVYFEEVRRHLGTDAAHCYGGFLAVLSAWCEEHHVPYKGVPVKTIKRFIAGKGNASKSEVIEAVKEKGFSPRDDNEADALALMFYAMNLGKDFNT*

>WOVitA2_VA2gp39_hypothetical_protein_translation 

MIINGNEILLYTTPDGDVRIDVLYRDENIWLTQKRMAELFDVNIRTISEHLQNIFASQELDKDSVIRIFRNTAEDGKQYPTQFYNLDAIIAIGYRVNSKKATLFRVWATKILKDFIIKGFALDSERLKNGRKFGKDYFNELLEKIREIRASERRFYQKITDIYAECSADYDPNSEITKQFYAKVQNKLYWAIYGLTAAELIYSRVDHKKPHMGLTTWKDGLGNKIHKSDVSVAKNYLTEKELSELNHIVSMYLDYAELQARKHRLMKMQNWVEKLDAFLLFNDYEVLKDAGKVSAEVAKALAEGEYEKYRVIQDKLHESDFDELIKASKESEKITTTKTSL*

>WOVitA2_VA2gp40_RepA_translation 

MVQDFLTDVKEKNTLNYDFNNAVSHLEPLEQFDVEEIKRQLLLNIRSCLSYLFPRGTFHGDKFQIGDVQGNKGKSLKVELAYGKVGLWIDFATGDGGDIIDLWAAAHGKNAKIEFVEVISSISEWIGCNKRPTKEQKRITQWDYLDRDNQLIASKYRYGTASGKSYQPFDAKKSTFTAPEIRPLYNIPGITKSDRVILVEGEKCAELLIEQGITATTAMFGAKAPIEKTDWTPLKGKHIIIWPDNDDPGKDYAQEAAKKLSGFGVASLSILKIPQDKPKSWDAADSVLEGMNVEEFILNNKSPYSSRKSKRIDTTVWTNIPPERKWVIKDWLPVGSVTALYGDGGVGKSLLAQQLMTAAAFGKPWLGIDLEKIKTYGVFCEDDEEELWRRQCAINEFYQSGMESSDFQDNVGLWSRAGHNNQLMVFNNKDTGQLTTYFQELLEDIESFQPKLVILDTAADLFGGNENDRSHVRQFIQGCCGRIAQAIKGAVLLLAHPSDAGIIRKTGTGGSTAWNNTVRSRWYLTRPDKANASPDERILSRKKSNYSQCNNGQMTLYWKNGAFVHDNSVLNSEPIIRDQYSKKLDLERMRKHEVILSLIRSSAYQGNIYTAGQFAKRFEGEEGLGSERNIRERINNLATLGQIKFFRNAAGYGTNSKYGFLCVQDMEFKVSVGDKVEHKLIKPTHYYLQANGAVLPIKDLDILW*

