Supporting Figure 2
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Figure S2. Percent Wolbachia genes from sequenced genomes present in wVitB.  Numbers of present genes and number of total genes are shown below each x-axis label.  Genes were considered present if (i) the E-value between the two orthologs of the Blast hits was less than 0.00001 and (ii) at least 30% of the coding sequence was homologous between the query and the hit. 

