BLAST: v2.2.25+
-evalue 1e-5

BLAST : output filtering
E-value < 1e-20

BLAST: OTU parsing

< 3 prokaryotic group
< 200 eukaryotes

2598 fasta files

ALIGNMENT: MAFFT v6.864

linsi algorithm

MASKING: trimAL v1.4
-gt 0.9

TREE INFERENCE: RAXML v7.2.8
-fa-m PROTGAMMALGF -N 100

2143 trees with 2 5 taxa (including C. velia)

i 362 trees: EGT candidates



