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FIGURE S4.—Plot of Pearson’s residuals comparing the HCN statistic for two different ascertainment 

strategies to the expected HCN having complete SNP ascertainment for the bottlenecked population 
(population 1) in the complex demographic model.  The two SNP ascertainment strategies compared are SNP 
ascertainment using 2 chromosomes from population 1 (“2 from pop 1”) and ascertainment using 4 
chromosomes from population 1 and 4 from population 2 (“4 from each”).  Darker colors indicate a deficit of 
windows in the particular cell as compared to complete ascertainment.   Lighter colors indicate an excess of 
windows in the particular cell as compared to complete ascertainment. 

 


