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Figure S1.— No TA repeat variation detected at the W23 HelA2 vacant site. The absence of a W23 vacant site in Figure 1B results from a 

deletion of the p6 priming site in this inbred. The vacant site was amplified with a combination of p2 and p5 primers (Figure 1A) and 13 clones 
were sequenced. All had the same number of TA repeats (boxed in blue). The W23 consensus sequence is shown above the line. 
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