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FIGURE S3.—The state of histone H3K79 methylation does not change upon global DNA 

damage. Wild-type cells were mock treated or treated for 1 hour with 0.05% or 0.1% MMS or 
with 25 µg/ml or 50 µg/ml of phleomycin, as indicated. Cell extracts were analyzed by western 
blot with antibodies that specifically recognize the mono-, di- or tri-methylated histone H3K79 (-
me1, -me2 or -me3, respectively). The dot1 mutant, which lacks H3K79 methylation, is included 
as a control. Staining of the membrane with Ponceau S is shown as a loading control. 


