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Lys stretch 3 Central Domain
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E155K G157R

K205T L209P S219Y V223G

ORKHVMLOFLLAELGTEGS I DGENELEVKGREOEKOERVLRKY IKEY VMICHTCKS PETOLEK DERTRLEFFLOCINCG SRCS VAT KSGFIgA VVGKRAA TREVNNNYNeES
QPKHVMLOFLLAELGTEGS I DGNESLEVKGRFOOKEI EFVLREY IKEY VIACH T CRSEE Tl Bx D TR LFFLECRECG SRCS VAT KSGFIANYV GKRAA ERIVINNPNES
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Central Domain C2-C2 zinc finger domain

FIGURE S1.—Sequence Alignment of eIF2fs. Species names: Ce, Caenorhabditis elegans; Bm, Brugia malayi (a parasitic nematode); At, Arabdopsis thaliana; Dm, Drosophila melanogaster; Hs, Homo
sapiens; Sc, Saccharomyces cerevisiae 5 Pt, Pyrococcus furiosus.
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