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Ce    1 ------MADDLGLDLGKKKKSKKVIKIDGDDAPVETGVEAVED----------------------------GLGELNLGAKKKKKTPKT--AGEEVVEEKVPTLEIGIGAQNLIDAK-- 

Bm    1 -----MADDDLKLDLTGKKKKSKKPIVLDDETPKADENVAPVG----------------------------ESEELVLGPKKKKKTPKVPVVDEEQLPEEAPEVVTGAGLSNLIDSK-- 

At    1 MADEINEIREEQELAPFDPSKKKKKKKVVIQEPVEDLAESSQT---------------------EKSDSLPVNDGLESSFTGMKKKKKKPTESSLLNNESVDAGEDLDEIANDEQEGEE 

Dm    1 ----MDAEDGFDPTLLKKKKKKKTTFDLDAALGLEDDTKKEDPQDEASAEGG----------------AAAEEDNLDLESFGKKKKKKKKPFNMDEIEAAIPSFGGDDVAASEEPEEEE 

Hs    1 ---MSGDEMIFDPTMSKKKKKKKKPFMLDEEGDTQTEETQPSETKEVEPEPTEDKDLEADEEDTRKKDASDDLDDLNFFNQKKKKKKTKKIFDIDEAEEGVKDLKIESDVQEPTEPEDD 

Sc    1 MSSDLAAELGFDPALKKKKKTKKVIPDDFDAAVNGKENGSGDD---------------------------------LFAGLKKKKKKSKSVSADAEAEKEPTDDIAEALGEG------- 

      __________           _______  

     Lys stretch 1        Lys stretch 2 

 

 

Ce   82 ----------------------------------------------------GAWPDYTYEEALTLVYQVMKDKNPDFAG-DKKKFAIKLPEVARAGSKKTAFSNFLEICRLMKR 

Bm   85 ----------------------------------------------------SAWPDYTYEQLLELVFGIMRERNPELAAGEKKKFVMKPPQVARAGSKKTAFANFAEICRLLKR 

At   99 ------------------------------------------IVLQQRYPWEGSERDYIYDELLGRVFNILRENNPELAGDRRR-TVMRPPQVLREGTKKTVFVNFMDLCKTMHR 

Dm  100 INLDMDFSMAKKKKKSKKKELDELFADQADDDKSEDKEN----DEDNSSTWFGSDRDYTYDELLKRVFEIILDKNPDMAAGRKPKFVMRPPQVLRVGTKKTSFANFMDIAKTLHR 

Hs  116 LDIMLGNKKKKKKNVKFPDEDEILEKDEALEDEDNKKDDGISFSNQTGPAWAGSERDYTYEELLNRVFNIMREKNPDMVAGEKRKFVMKPPQVVRVGTKKTSFVNFTDICKLLHR 

Sc  79  ----LSLKKKKKKTKDSSVDAFEKELAKAGLDNVDAESKEGTPSANSSIQQEVGLP---YSELLSRFFNILRTNNPELAGDRSGPKFRIPPPVCLRDGKKTIFSNIQDIAEKLHR 

Pf   1  ----------------------------------------------------MEIDYYDYEKLLEKAYQELPEN-----VKHHKSRFEVPGALVTIEGNKTIIENFKDIADALNR 

   _________        <------------------------------------------------------------  

   Lys stretch 3          Central Domain 
 

 

   nb131  nb101 

   E155K  G157R          K205T L209P   S219Y V223G 

 

 

Ce  144 QDKHVLQFLLAELGTTGSIDGSNCLIVKGRWQQKQFESVLRKYIKEYVMCHTCKSPETQLTKD--TRLFFLQCTNCGSRCSVTAIKSGFKAVVGKRAAIRRAEEATAGK 

Bm  148 QPKHVLQFLLAELGTTGSIDGNSCLIVKGRFQQKHIESVLRKYIKEYVACHTCRSSETELTKD--TRLFFLECKTCGSRCSVTAIKSGFTAMVGKRAALRRAAEATAGK 

At  172 QPDHVMQYLLAELGTSGSLDGQQRLVVKGRFAPKNFEGILRRYITDYVICLGCKSPDTILSKE--NRLFFLRCEKCGSQRSVAPIKTGFVARVSRRKT----------- 

Dm  211 LPKHLLDFLLAELGTSGSMDGNQQLIIKGRFQPKQIENVLRRYIKEYVTCHTCRSPETILQKD--TRLFFLQCESCGSRCSVASIKSGFQAVTGKRAAIRAKTT----- 

Hs  232 QPKHLLAFLLAELGTSGSIDGNNQLVIKGRFQQKQIENVLRRYIKEYVTCHTCRSPDTILQKD--IRLYFLQCETCHSRCSVASIKTGFQAVTGKRAQLRAKAN----- 

Sc  187 SPEHLIQYLFAELGTSGSVDGQKRLVIKGKFQSKQMENVLRRYILEYVTCKTCKSINTELKREQSNRLFFMVCKSCGSTRSVSSIKTGFQATVGKRRRM---------- 

Pf   59 DPQHLLKFLLREIATAGTLEG-RRVVLQGRFTPYLIANKLKKYIKEYVICPVCGSPDTKIIKR--DRFHFLKCEACGAETPIQH------------------------- 

   ---------------------------------------------> ****************************************** 

    Central Domain   C2-C2 zinc finger domain 

 

 

FIGURE S1.—Sequence Alignment of eIF2 s.  Species names: Ce, Caenorhabditis elegans; Bm, Brugia malayi (a parasitic nematode); At, Arabdopsis thaliana; Dm, Drosophila melanogaster; Hs, Homo 
sapiens; Sc, Saccharomyces cerevisiae ; Pf, Pyrococcus furiosus. 
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