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FIGURE S1.—Approximate positions of primers used in this study. Arrow heads show primers and their directions used for
the analysis of (A) F3'5'H (pseudo) genes as described in supplementary methods, (B) the insertion locus of d7stul-2 and (C)
MITE display. Coding regions are marked by shaded boxes and the Stowaway MITE is indicated by a black bar.



