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Figure S1   Significance of 4-4 distance measurements.  The 4-4 distances for each genotype in Fig. 

3A were used to calculate all possible pairwise t-tests, with genotypes in the same order as in Fig. 

3A. The p values for each test are listed and color coded according to the key. The bottom row shows 

the total number of oocytes examined, along with the percentage of those oocytes with 1 or more 

chromosomes out on the spindle (which indicates that the oocyte is in prometaphase) for each 

genotype. Note that the number of oocytes out (“% out” times Total) is greater than the N values 

listed in Fig. 3A, as oocytes with nonexchange chromosomes in addition to IV or transient 

configurations such as slippage or with both homologs on the same spindle arm were excluded from 

the 4-4 measurements, but were counted here. 

 


