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Figure S1: Comparison between distributions of summary statistics of trees
sampled using MCMC employing our implementation of the deterministic coa-
lescent SIR model likelihood and those calculated, and those of trees sampled
using direct simulation. Summary statistics shown are (a) the age of the MRCA
of the transmission tree, (b) the sum of all edge lengths in the tree, and (c) the
total number of two-leaf clades in the tree.
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