
-0.2 -0.1 0.0 0.1 0.2

-0
.3

-0
.2

-0
.1

0.
0

0.
1

PC1(9.7%)

P
C

2(
5.

8%
)

-0.2 -0.1 0.0 0.1

-0
.1

0.
0

0.
1

0.
2

PC1(9.9%)
P

C
2(

4.
1%

)

-0.1 0.0 0.1 0.2 0.3

-0
.2

-0
.1

0.
0

0.
1

0.
2

PC1(7.7%)

P
C

2(
3.

7%
)

-0.2 -0.1 0.0 0.1 0.2

-0
.1

0.
0

0.
1

0.
2

PC1(13.7%)

P
C

2(
5.

9%
)

-0.3 -0.2 -0.1 0.0 0.1

-0
.3

-0
.2

-0
.1

0.
0

0.
1

PC1(7.5%)

P
C

2(
2%

)

-0.2 -0.1 0.0 0.1 0.2

-0
.2

-0
.1

0.
0

0.
1

0.
2

PC1(14.4%)
P

C
2(

6.
9%

)

-0.1 0.0 0.1 0.2

-0
.2

-0
.1

0.
0

0.
1

0.
2

PC1(11.9%)

P
C

2(
7.

8%
)

EUD
(N=399) (N=408)

EUF
(N=193)

NSS

(N=123)
SS

(N=299)
TST (N=33)

DCN

(N=27)
MIS

Non-inducers (controls) present in respective germplasm group

Legend: 

Inducers (cases)

Figure S1 Genetic structure revealed by the first two principal components (PC) obtained from PCA with 
29,533 SNP for 53 inducers against all lines from the respective germplasm group of 1,482 non-inducers 
analyzed in this study.




