Table S3. Strain-specific haloperidol-induced gene expression changes in striatal tissue. Genes whose expression level had a
haloperidol-induced absolute fold change >1.5 in striatal tissue of A/J mice (relative to that of C57BL/6), which also had adjusted p-
value <0.1 in the (strain * treatment) interaction analysis are listed. The fold change (FC) and p-values for each of the indicated pair-

wise comparisons, as well as the quantile-normalized raw intensity microarray data for each gene in the indicated treatment group

are shown. The treatment groups were: Hal: haloperidol; Cys+Hal: cystamine and haloperidol co-administration; ctrl: vehicle control.

A/J_Hal_vs_Ctrl

AlJ_CysHal_vs_Ctrl

C57BL/6_Hal_vs_Ctrl

Normalized Intensity

Symbol FC p_value FC p_value FC p_value A/J_Ctrl [ A/J_Hal | A/lJ_CysHal | C57BL/6_Ctrl | C57BL/6_Hal
1110059M19Rik | 0.58 0.02 0.62 0.02 1.16 0.02 6.62 5.84 5.93 6.48 6.69
1500015010Rik | 0.32 0.07 0.26 0.07 1.43 0.07 9.43 7.80 7.49 8.86 9.38
2010001MO6Rik | 1.23 0.30 1.23 0.30 0.74 0.30 6.63 6.93 6.93 7.21 6.76
2010300C02Rik | 2.00 0.15 1.30 0.15 0.79 0.15 9.87 10.87 10.25 10.59 10.25
2610017109Rik 1.37 0.14 1.31 0.14 0.79 0.14 9.15 9.60 9.54 9.53 9.19
2610304F08Rik | 0.76 0.13 0.87 0.13 1.35 0.13 6.30 5.90 6.10 6.16 6.59
2810046M22Rik | 0.59 0.08 0.63 0.08 1.67 0.08 7.32 6.56 6.65 6.81 7.54
2900017F05Rik | 0.54 0.03 0.71 0.03 1.29 0.03 7.56 6.66 7.06 7.73 8.10
3110047P20Rik | 0.71 0.20 0.84 0.20 1.29 0.20 8.73 8.24 8.48 8.33 8.70
4632401NO1Rik | 1.38 0.19 1.11 0.19 0.82 0.19 8.60 9.06 8.74 8.78 8.50
5330423N11Rik | 0.76 0.05 0.75 0.05 1.17 0.05 6.41 6.02 6.00 6.70 6.93
8030481K01Rik | 1.20 0.27 1.17 0.27 0.80 0.27 6.80 7.05 7.02 7.12 6.80
8430408G22Rik | 1.13 0.21 1.01 0.21 0.74 0.21 6.01 6.19 6.01 6.08 5.65
9130230N09Rik | 1.07 0.73 1.09 0.73 0.68 0.73 7.10 7.20 7.22 7.56 7.01
9330102G19Rik | 0.82 0.46 1.01 0.46 1.33 0.46 7.03 6.74 7.04 6.62 7.03
9430020K01Rik | 1.18 0.36 1.01 0.36 0.76 0.36 6.64 6.87 6.64 6.97 6.57
A130082MO7Rik | 0.58 0.09 0.72 0.09 1.00 0.09 7.14 6.34 6.65 6.35 6.34
A230077110Rik 0.74 0.10 0.83 0.10 1.1 0.10 7.04 6.61 6.77 7.25 7.40
A430103B12Rik | 0.59 0.03 0.74 0.03 1.07 0.03 7.94 7.18 7.50 7.64 7.73
A430106G13Rik | 0.81 0.09 0.85 0.09 1.22 0.09 7.71 7.41 7.48 7.65 7.94
A530079E22Rik | 1.25 0.37 1.16 0.37 0.74 0.37 6.76 7.08 6.98 7.20 6.77
A830055I09Rik 0.89 0.31 0.97 0.31 1.56 0.31 8.00 7.83 7.96 7.30 7.94
A930006J02Rik | 0.69 0.09 0.81 0.09 1.05 0.09 6.25 5.71 5.94 5.67 5.73
A930040K03Rik | 1.29 0.11 1.16 0.11 0.84 0.11 5.86 6.23 6.08 6.15 5.90
Actn1 1.45 0.23 1.11 0.23 0.72 0.23 10.61 11.14 10.76 10.97 10.49
Actn2 1.58 0.47 1.22 0.47 0.53 0.47 10.08 10.75 10.37 10.92 10.01
Adamts15 0.73 0.14 0.89 0.14 1.10 0.14 6.70 6.25 6.53 6.27 6.40
Adcyap1 0.58 0.12 0.78 0.12 1.39 0.12 8.18 7.39 7.81 7.48 7.96
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0.01

0.16
0.21
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7.95
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5.97
6.36
9.13
6.45
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8.32
7.90
6.84
9.74
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8.93
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11.93
9.44
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8.83
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9.70
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11.40
8.41
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9.19
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6.42
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7.00
6.49
7.65
7.08
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0.77
1.36
1.07
1.05
1.18
1.08
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0.66
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0.62
1.26
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0.78
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10.61
7.76
7.27
10.75
10.10
7.85
9.11
7.59
6.02
8.99
6.83
8.26
6.01
12.85
6.44
6.49
11.83
8.57

9.42
6.96
9.50
7.85
9.67
9.71
7.80
8.53
12.28
9.63
8.70
7.45
9.00
8.54
8.21
8.88
5.81
9.54
10.36
8.03
7.14
10.50
9.70
7.67
8.76
7.53
6.11
8.88
6.36
8.48
6.12
11.17
6.37
6.62
11.11
8.63

9.29
7.50
9.37
7.65
9.11
9.46
7.71
8.34
12.24
9.54
8.89
8.14
9.08
8.59
8.26
9.05
6.36
9.86
10.36
7.17
7.90
9.88
9.92
8.30
8.78
7.70
6.43
9.11
6.69
8.18
6.14
13.30
6.85
7.36
11.30
7.80

9.53
7.75
9.33
7.55
8.75
9.34
7.62
7.88
12.36
9.25
9.19
7.39
8.85
8.13
8.39
9.32
6.74
9.94
9.82
7.36
8.16
9.75
9.39
8.11
8.66
7.38
6.60
8.60
6.31
8.40
6.37
14.19
6.36
7.72
11.12
8.60




