
Table S4. The 10 most highly enriched biological function categories for genes whose expression was altered in a strain-specific and 
cystamine-reversible manner by haloperidol treatment. The Ingenuity Pathway Analysis program was used to identify the biologic 
pathways associated with the 32 genes shown in table 1. The associated biological functions in the output are ranked by their p-
values in ascending order. The numbers of genes, and the symbol for each gene, associated with each pathway are shown. 
 

 
 


