
Table S1   Oligonucleotides used in this study. 

Oligo# Oligo Name Oligo Sequence 

266 pRS416-SacI_chr2:792107_R TCACTAAAGGGAACAAAAGCTGGATTCGGCTCAAGCTCAAGTTAACTTCTAGACC 

283 pRS-Barcode@HindIII GGCCCCCCCTCGAGGTCGACGGTATCGATANNNNNNNNNNNNAGCTTGATATCGGGATCC 

294 pRS416-RI+HI_chr2:788548_F ACGGTATCGATAAGCTTGATATCGGGATCCGACCGACAGTGCTGAACTGTGAG 

295 pRS416-RI+HI_chr2:788742_F ACGGTATCGATAAGCTTGATATCGGGATCCCGCCACCTCGAGTGCAC 

296 fill-in_283_pMR002 CTCACAGTTCAGCACTGTCGGTCGGATCCCGATATCAAGCT 

297 SUL1p-mut_R AGCATCCTCCTGATTATGCACATATTCAGTCGAGCTCTTACGTGACATATTCTTTCCGAG 

314 pRS416-RI+HI_chr2:788643_F GACGGTATCGATAAGCTTGATATCGGGATCCGTGAATAAGATGTGGCTGTGATAACC 

315 pRS416-RI+HI_chr2:788845_F GACGGTATCGATAAGCTTGATATCGGGATCCGCAAATCGGAATTTGAGTCACAGATC 

316 pRS416-RI+HI_chr2:788943_F GACGGTATCGATAAGCTTGATATCGGGATCCTTTGAACACTTCTACCTGTTCATGTC 

317 pRS416-RI+HI_chr2:789043_F GACGGTATCGATAAGCTTGATATCGGGATCCGTGAAGTAAAATGTGTTGTAATGCACATGG 

318 pRS416-RI+HI_chr2:789130_F GACGGTATCGATAAGCTTGATATCGGGATCCGTGAAACCGATTATATAAAAGTATATTAGCTGAC 

319 pRS416-RI+HI_chr2:789211_F GACGGTATCGATAAGCTTGATATCGGGATCCCCCTGCAGAATACTCGGAAAGAAT 

325 pRS416-HindIIIBC-seqF GGGCCCCCCCTCGAGGTCGACGGTATCGATA 

326 pMR002-seqR TTCCCTATATGTGCGGTATTCTGATTCAAATACTTCGATATCAGCATCCTCCTGATTATGCACATATTCAGTCGAGCTCTTACGTGACAT 

327 P5-M13F AATGATACGGCGACCACCGAGATCTACACTGTAAAACGACGGCCAGT 

328 P7_SUL1-109_R CAAGCAGAAGACGGCATACGAGATCCTCATCACCATTGTGAAGTCCGTCT 

344 nexV2_SUL1-109_R GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCTCATCACCATTGTGAAGTCCGTCT 

380 SUL1p_6mut_F1 TCTCGCTGGARCCACAGTGYGGCTTTGCAATTTTGCAAATCGGAATTTGAGYCACAGATCCCAGAAAAACKCCACACCTTCCCCACGCAG 

381 SUL1p_6mut_R1 CACAGTGCATAATTTCAKATGACAGTGTTCGAGAAAAGACATGAACAGG 

382 SUL1p_6mut_F2 GTGCACTTTTTTTAATAAAGATCWCGTGTAATTGTCCAAATCTGACTTTT 

387 SUL1p_6mut_seqR GGGTCTAATTTGACAACTTGTTCGTTATCGCTTGCTGCGTGGGGAAGGTGTGG 

395 P5_X_M13_F1 AATGATACGGCGACCACCGAGATCTACACNNNNNNNNNTGTAAAACGACGGCCAGT 

442 SUL1p_6mut_seqF2 CGATAAGCTTGATATCGGGATCCCGCCACCTCGAGTGCACTTTTTTTAATAAAGATC 

443 SUL1p_6mut_seqI2 ATTAGACCCATAATAATTTTGAACACTTCTACCTGTTCATGTCTTTTCTCGAACACT 

517 n.-353T>G AGATCCCAGAAAAACGCCACACCTTCCCCAC 



518 n.-372T>C TCGGAATTTGAGCCACAGATCCCAG 

519 n.-246T>G GTCTTTTCTCGAACACTGTCATGTGAAATTATGCA 

520 n.-404C>T GGAACCACAGTGTGGCTTTGCAATT 

521 n.-413A>G AGTCTCGCTGGAGCCACAGTGCGGC 

522 n.-458T>A GTGCACTTTTTTTAATAAAGATCACGTGTAATTGTC 

603 -33A>G ggtcaatagctttaaaaataGaaataaatccctgcag 

604 -400T>C cagtgcggcCttgcaattttgc 

605 -348A>T  gaaaaactccacTccttccccac 

678 pSUL1::URA3_F TCCCCCCACTTTTTTGTGTTACCGCCACCTCGAGTGCACgattcggtaatctccgaacag 

679 pSUL1::URA3_R ACATATTCAGTCGAGCTCTTACGTGACATgggtaataactgatataattaaattgaagct 

680 pSUL1::URA3_F2  CACAAACCAATGAAAAAAGGCTTCAGAAAACTTGCTGTAAAGTCCCCCCACTTTTTTGTG 

681 pSUL1::URA3_R2  attcaaatacttcgatatcagcatcctcctgattatgcacatattcagtcgagctcttac 

685 pSUL1_687bp_F gaccgacagtgctgaactgtgag 

PGO40 SUL1::NatMX4 Forward primer TTGAAACTAGATATTCTACTTGACACTAAACTTTTTTTGTATTTCGTGGACAGATTGTACTGAGAGTGCACCATA 

PGO41 SUL1::NatMX4 reverse primer TGAAAACGGCCCTTTTCGTGTACTAATGCTTTCAGGAAATTATAAAATTTCCTTACGCATCTGTGCGGTATTTCA 

NexV2ad2_N2 NexV2ad2_N2 CAAGCAGAAGACGGCATACGAGATNNNNNNNNNGTCTCGTGGGCTCGGAGATGTGTATAAGAGACAG 

M13F M13F TGTAAAACGACGGCCAGT 

P5 P5 AATGATACGGCGACCACCGAGATCTACAC 

1 – P5_N_M13_F is a set of indexed oligonucleotides used to demultiplex Illumina sequencing datasets (by the second index read.) Each oligonucleotide has a unique sequence 
in the region marked by Ns. 
2 - NexV2ad2_N is a set of indexed oligonucleotides used to demultiplex Illumina sequencing datasets (by the first index read). Each oligonucleotide has a unique sequence in 
the region marked by Ns. 




