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Figure S1. Elevation in LD values in Raleigh and Zambian data relative to neutral demographic
models. In these panels, minor allele frequencies for SNPs were conditioned on values between
0.3 and 0.5, and 0.0 and 0.05. (A) Zambian (ZI) data and demographic models with MAFs
between 0.3 and 0.5. (B) Zambian data and demographic models with MAFs between 0.0 and
0.05. (C) Raleigh (RA) data and demographic models with MAFs between 0.3 and 0.5. (D)
Raleigh data and demographic models with MAFs between 0.0 and 0.05.



