
Supplementary Table S1: McDonald-Kreitman test results. Pn & Ps are the number of within-species polymorphisms after singletons have been removed. 
All values are displayed to 2dp, except wa which is displayed to 4dp. 

 
Paralogue Pn Ps Outgroup Dn Ds a w(a) p value 
D. subobscura Ago2a 2 9 D. subobscura / D. obscura Ago2a ancestor 26 72 0.39 0.0016 0.73 
D. subobscura Ago2f 5 13 D. subobscura / D. obscura Ago2f ancestor 129 150 0.55 0.0011 0.15 
D. obscura Ago2a 3 5 D. subsilvestris Ago2a 39 65 0.00 0.00 1.00 
D. obscura Ago2f 15 12 D. subsilvestris Ago2f 92 106 -0.44 -0.0013 0.42 
D. obscura Ago2e 1 5 D. subsilvestris Ago2e 87 145 0.67 0.0015 0.42 
D. pseudoobscura Ago2a1 5 1 D. pseudoobscura Ago2a1-d ancestor 74 66 -3.46 -0.0157 0.22 
D. pseudoobscura Ago2a3 5 4 D. pseudoobscura Ago2a1-d ancestor 72 71 -0.23 -0.0010 1.00 
D. pseudoobscura Ago2b 5 1 D. pseudoobscura Ago2a1-d ancestor 78 54 -2.46 -0.0136 0.40 
D. pseudoobscura Ago2c 8 8 D. pseudoobscura Ago2a1-d ancestor 47 78 -0.66 -0.0025 0.42 
D. pseudoobscura Ago2d 5 3 D. pseudoobscura Ago2a1-d ancestor 85 72 -0.41 -0.0017 0.73 
D. pseudoobscura Ago2e 0 17 D. pseudoobscura Ago2e – D. affinis Ago2e ancestor 77 120 1.00 0.0027 0.00 

 
 


